






 

Figure 17 Regulation of genes required for stress resistance and lifespan in 
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phosphorylation of AGE-1 leads to the activation of PDK

transcription factor DAF-16, causing its cytoplasmic retention. AKT

Constitutively expressed SKN-1 in the nucleus is recruited by WDR

targeted for degradation by the proteasome. Genes regulated by DAF

not activated when DAF-2 is active. In cells exposed to oxidants, phosphorylation of SKN

PMK-1) allows SKN-1 to bypass WDR-23 mediated inhibition and therefore activate th

detoxification. Likewise, an inactive DAF-2 receptor also inhibits the phosphorylation of DAF

nucleus and also regulate genes required during the stress response.

  

Regulation of genes required for stress resistance and lifespan in C. elegans 

like ligand, the DAF-2 receptor is activated and in turn activates the PI3 kinase AGE

1 leads to the activation of PDK-1 first, then to the activation of AKT-1. AKT-1 in turn phosphorylates the 

16, causing its cytoplasmic retention. AKT-1 along with GSK-3 also inhibit SKN-1 activity in the cytoplasm. 

1 in the nucleus is recruited by WDR-23 to the CUL-4 ubiquitin ligase complex where it is presumably 

targeted for degradation by the proteasome. Genes regulated by DAF-16 and SKN-1 required for lifespan and the stress response are 

In cells exposed to oxidants, phosphorylation of SKN-1 by the p38 MAPK pathway (SEK

23 mediated inhibition and therefore activate the expression of genes needed for 

2 receptor also inhibits the phosphorylation of DAF-16. This allows DAF

nucleus and also regulate genes required during the stress response. 

107 

 

PI3 kinase AGE-1. The 

1 in turn phosphorylates the 

1 activity in the cytoplasm. 

4 ubiquitin ligase complex where it is presumably 

quired for lifespan and the stress response are 

1 by the p38 MAPK pathway (SEK-1 and 

e expression of genes needed for 

16. This allows DAF-16 to enter the 



 

 

 

 

 

Figure 18 daf-2 and daf-16 expression levels

Total RNA was extracted from L4 animals grown on plates containing OP50 at 16 °C. Bars 

represent the mean +/- the standard errors of at least three 

Astericks indicate values where differences are statistically significantly (**** P<0.0001).
  

 

expression levels 

Total RNA was extracted from L4 animals grown on plates containing OP50 at 16 °C. Bars 

the standard errors of at least three independent RT-qPCR reactions. 

Astericks indicate values where differences are statistically significantly (**** P<0.0001).
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Total RNA was extracted from L4 animals grown on plates containing OP50 at 16 °C. Bars 

qPCR reactions. 

Astericks indicate values where differences are statistically significantly (**** P<0.0001). 
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Figure 19 Expression levels of SKN-1 mediated pathway genes 

Following exposure to juglone (60 µg/ml) for 1.75 hours, total RNA was extracted from L4 

animals grown on NGM plates containing OP50. Bars represent the mean +/- the standard errors 

of at least three independent RT-qPCR reactions. Astericks indicate values where differences are 

statistically significantly (* P<0.05, ** P<0.01, *** P<0.001). 
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Figure 20 Lifespan assay 

The shortened lifespan of hlh-17 animals requires daf-16. 

Survival curves of N2 (control), hlh-17 (ns204) animals, and the same indicated strains eating 

bacteria expressing daf-16 dsRNA.  hlh-17 (ns204) animals have a reduced lifespan (p-value 

0.0076). hlh-17 (ns204);daf-16 RNAi animals do not have altered responses to daf-16 RNAi 

(p-value 0.1495). Day zero corresponds to animals at the first day of adulthood. (n= 3, 1200 

worms).  
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Figure 21 Oxidative stress assays 

N2 and hlh-17 (ns204) animals were scored for survival after being placed on NGM plates 

containing either juglone or paraquat for hours or days, respectively. A. Median survival was 1.5 

hours for N2 animals and 2 hours for hlh-17 (ns204) animals (****, p<0.0001). B. Median 

survival was 4 days for N2 animals and 6 days for hlh-17 (ns204) animals (****, p<0.0001). 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure 22 Shared targets in the 
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5    GENERAL DISCUSSION 

The integrated actions of multiple signaling pathways contribute to the regulation of 

developmental and behavioral events in animal systems. Understanding the molecular 

mechanisms that govern these processes is a major goal of scientific research. Therefore, 

extensive efforts have been made to identify and characterize transcription factors which 

function in these pathways. Despite ongoing efforts made to better understand the molecular 

mechanisms underlying the DA signaling pathway in C. elegans [250-252], previous studies 

have not included a role for the bHLH factor HLH-17. The goal of my dissertation has been to 

determine if and how this protein could affect events mediated by DA signaling. My studies have 

led to the identification of a single protein, HLH-17, putative HLH-17 protein networks and a 

glia (CEPsh)-neuron (CEP) interaction that may not only affect DA signaling but may also affect 

multiple signaling pathways that contribute to development and behavior in C. elegans.  In this 

concluding chapter I provide a summary of my major findings, discuss the similarities between 

HLH-17 and a functionally comparable protein in the mouse and briefly introduce future 

research goals that will help to further our understanding of HLH-17’s role(s) in the 

hermaphrodite nervous system.  

Many members of the bHLH transcription factor family play vital roles in signaling 

pathways that regulate development and behavior. For instance, during neuronal differentiation, 

human TCF4 regulates genes involved in TGF-β and NF-kB signaling [253],  while, in 

Arabidopsis, the bHLH-type factors MYC2, MYC3 and MYC4 function together to negatively 

regulate two converging pathways of Jasmonates (JAs) signaling required during stress response 

and plant development [254, 255]. Interestingly, a study conducted in mice provides an example 

of a bHLH protein that functions similarly to HLH-17 [256] . In this study, Brunskill et al sought 
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to characterize mice deficient in Npas3 and demonstrated that it affects dopamine, serotonin and 

glutamate neurotransmitter signaling during normal brain development and function [256]. 

Similarly, my studies provide evidence that HLH-17 may also function in multiple signaling 

pathways to regulate comparable processes. Since the Brunskill et al study provides the most 

support for my data, my discussion will largely focus on functional similarities between these 

two bHLH factors. 

HLH-17 is important for normal growth and development 

My dissertation studies have helped to identify a developmental role for HLH-17 in the 

C. elegans nervous system. To begin with, three of the largest clusters in my microarray analyses 

are ‘Growth’, ‘Embryo Development’ and ‘Larval Development’, suggesting a regulatory role 

for HLH-17 in transcriptional networks that regulate these events. In support of this finding, 

many of the genes represented in these clusters function in signal transduction pathways. For 

example, nas-36 expression is affected by the loss-of HLH-17 and functions as an enzymatic 

regulator in the TGF-Beta signaling pathway during molting, a process that occurs at the end of 

each larval stage in development [257, 258]. Furthermore, since lifespan assays can be used as a 

means of measuring normal growth rate and development, the shortened lifespan of hlh-17 

(ns204) animals provides functional evidence that HLH-17 may be required to mediate these 

types of events in the worm. In addition, my molecular (RT-qPCR analyses) and behavioral 

studies show that HLH-17 functions upstream of the DAF-2 transcriptional network during the 

normal life cycle (lifespan) in C. elegans. 

Like HLH-17, Npas3 is also important during development. Loss-of Npas3 causes 

growth and brain development abnormalities in the mouse [256]. In C. elegans, the nerve ring is 

most similar by structure and function to the human brain. Although my studies did not include 
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an anatomical analysis of the nerve ring, there are three key points that suggest HLH-17 may 

play a part in nerve ring development. Firstly, HLH-17 is expressed in the CEPsh, the only set of 

glial cells that completely innervate the nerve ring. The unique morphology of the CEPsh 

suggests that these cells have specialized roles in nerve ring formation and function. Secondly, 

HLH-17 is expressed during nervous system development but is not required for the 

development of the CEPsh nor the dopaminergic neurons that the CEPsh surrounds [30, 87]. 

Therefore, it can be postulated that HLH-17 functions to regulate the development of the nerve 

ring from these unique glial cells. Likewise, loss-of Npas3 does not affect development of the 

neuronal structure in which it is expressed [259]. Future studies will be aimed at determining if 

nerve ring development is normal in hlh-17 (ns204) animals. A better defined spatial and 

temporal expression pattern of HLH-17 is also vital to determining if HLH-17 expression 

correlates with the expression of genes required for nerve ring development.  

 

HLH-17 is important for behavior 

My dissertation studies have also identified a role for HLH-17 during behavior. I have 

confirmed roles for HLH-17 in behaviors mediated by dopamine and the DAF-2 receptor. I 

showed that hlh-17 (ns204) animals have defective responses during egg-laying, basal slowing, 

locomotion following exposure to dopamine, SWIP, gustatory plasticity, lifespan and oxidative 

stress. Through RT-qPCR analyses, I also showed that HLH-17 works upstream of factors that 

help to mediate the effects of these behaviors. Likewise, Brunskill et al, 2005 show that Npas3 is 

required for DA dependent behaviors, however, they determined that DA receptor levels were 

normal in the brains of Npas3 mice [256]. This highlights two pitfalls of my study. First, I only 

analyzed mRNA expression levels in hlh-17 (ns204) animals, not protein levels. Second, I 
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conducted whole animal genetic studies and did not account for the possibility of structure 

specific differences in expression levels. Future goals are aimed at analyzing protein levels of 

DA specific proteins factors in the nerve ring of hlh-17 (ns204) animals.   

Although most of my studies centered on the role of HLH-17 during dopamine and DAF-

2 mediated behaviors, some of my assays also tested the possibility that HLH-17 functions in 

other signaling pathways. For instance, egg-laying, food response and gustatory plasticity are 

regulated by dopamine and 5-HT, while gustatory plasticity is mediated by dopamine and 

glutamate in C. elegans [91, 94, 97]. Although my studies suggest that hlh-17 (ns204) animals 

are defective in their responses mediated only by dopamine during these behaviors, it is possible 

that they also have altered responses to behaviors that are specific to 5-HT and glutamate. 

Preliminary gene expression analyses suggest that the loss-of hlh-17 does not affect the 

expression of the serotonin receptor MOD-5 [260]. However, future studies will be done to test 

these possibilities at the behavioral levels. 

Next, my pharmacological studies show that hlh-17 (ns204) animals have abnormal 

responses to the reuptake inhibitors, reserpine and fluoxetine, suggesting that HLH-17 may play 

a regulatory role in the pathways that respond to these inhibitors [260]. Similarly, Brunskill et al, 

2005 tested the effects of inhibitors on Npas3 mice and demonstrated that they have abnormal 

responses to inhibitors that affect the dopaminergic, serotonergic and glutamatergic signaling 

pathways [256]. Future work is aimed at determining specific roles of HLH-17 in multiple 

signaling pathways.   

Collectively, my studies suggest that HLH-17 is a transcriptional regulator required for 

the modulation of behavior from multiple signal transduction pathways in C. elegans. To date, 

we are uncertain about the exact mechanism by which HLH-17 may affect behavior from these 
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multiple inputs. An attractive possibility is that HLH-17 regulation may be specific to a protein 

that affects similar outputs of multiple signaling pathways. In support of this, Brunskill et al, 

2005 suggest that the synaptic protein PSD-95 may be a key determinant of the Npas3 

mechanism. They show that PSD-95 levels are reduced in Npas3 deficient mice and that this 

reduction is specific to PSD-95 because no other synaptic protein levels were altered [256]. This 

finding suggests that Npas3 is able to indirectly affect multiple pathways through its regulation 

of post-synaptically located PSD-95. It will be important to search for a similar mode of action 

for HLH-17 in C. elegans. My microarray studies have provided prioritized candidate genes and 

pathways for these future mechanistic studies.  

In conclusion, my dissertation studies have begun to identify HLH-17 as an important 

transcriptional regulator in the C. elegans nervous system. Better understanding the molecular 

mechanisms underlying development and behavior will give researchers more insight into how 

diseases and behavioral defects like Schizophrenia, Parkinson’s disease, ADHD, and drug-

addiction are manifested. Recent data demonstrate that major human behavioral defects are the 

result of dysfunctions in multiple signaling pathways and suggest that there is extensive cross-

talk between most pathways leading to the notion of signaling networks.  For instance, autism 

has been linked to defects in serotonin [261, 262] and WNT signaling [263] while other studies 

suggest that proteolytic and protein kinase C (PKC) pathways, underlie the pathogenesis of 

Huntington’s disease [264-267]. My work and the strong functional similarity between HLH-17 

and Npas3 suggest that bHLH transcription factors may play important roles in these signaling 

networks. My dissertation studies therefore provide a sound framework for future studies aimed 

at better understanding the role of HLH-17 in C. elegans. 
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APPENDICES  

Appendix A: Microarray Tables 

Appendix A.1 Genes differentially expressed in the hlh-17(ns204) microarray analysis 

Gene (down-

regulated) 

Fold Change  Gene (up-

regulated) 

Fold Change  

F56A4.3 -196.60 oga-1 152.20 

srbc-15 -184.45 flp-20 50.33 

F26D10.13 -145.24 F46F5.6 39.33 

srbc-15 -117.13 C25F9.1 15.09 

clec-217 -116.49 gmd-2 9.26 

clec-134 -113.33 Y51A2A.3 9.17 

F49F1.11 -108.96 ZC449.6 8.95 

F26D10.13 -107.16 Y46B2A.2 8.43 

R11G10.4 -101.56 E03H4.4 8.38 

F43C11.1 -100.96 F18F11.4 8.35 

ZK1290.11 -100.36 TC207055 7.80 

Y75B12B.13 -99.65 T26C5.2 7.47 

F26D10.13 -96.68 clec-21 7.04 

F46A8.3 -91.88 C40H5.3 6.90 

clec-181 -89.54 Y57G11C.42 6.84 

F49F1.9 -88.89 F59H6.5 6.56 

F46A8.8 -87.92 K08B12.1 6.53 

R11G10.4 -87.19 nhr-41 6.39 

K03B8.11 -86.43 C02F5.14 6.29 

nas-19 -86.13 CB394306 6.26 

C08E8.3 -85.46 T26C5.2 6.04 

CB393178 -84.24 lact-7 6.03 

clec-135 -83.67 F58H1.2 5.97 

Y6G8.5 -82.61 osm-8 5.94 

R11G10.4 -82.36 nas-23 5.93 

C33G3.5 -79.30 ins-11 5.90 

C48B4.12 -79.01 T09B4.7 5.86 
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Y75B12B.13 -78.56 F21G4.3 5.66 

F46A8.5 -76.76 F38A1.13 5.58 

F09C6.10 -75.69 C30B5.6 5.52 

F26D2.16 -74.86 D2023.1c 5.44 

F56A4.3 -73.48 CB394306 5.36 

R11G10.4 -72.49 col-172 5.29 

C16C8.8 -71.20 D1014.7 5.28 

nas-17 -70.40 F16G10.9 5.19 

M7.9 -69.46 C47F8.5 5.16 

F49F1.9 -68.51 nas-13 5.14 

C16C8.10 -67.12 C30B5.6 5.00 

TC205608 -66.93 Y75B12B.11 4.99 

Y75B12B.13 -66.68 srd-8 4.99 

clec-130 -66.16 T15D6.11 4.96 

F26C11.4 -65.53 F46F3.3 4.94 

K12H6.4 -64.97 col-56 4.93 

F28B1.9 -64.17 Y53F4B.26 4.91 

T19B10.12 -63.83 nas-23 4.90 

CB393178 -63.38 F07H5.8 4.90 

clec-161 -63.12 C26B9.7 4.87 

F01D4.10 -63.00 Y51H7C.10 4.83 

R11G10.4 -62.82 his-9 4.83 

F01D4.10 -62.57 ZK131.5 4.82 

hpo-33 -61.61 ZC434.3 4.80 

CB393178 -59.84 D1037.2 4.78 

C16C8.7 -59.70 F07H5.8 4.75 

ins-31 -59.49 C26B9.7 4.73 

Y49F6B.13 -59.43 his-9 4.70 

CB393178 -59.38 T15D6.8 4.68 

Y47D7A.11 -59.36 ZK131.5 4.68 

TC199291 -59.26 F46F3.3 4.66 

Y51B11A.1 -59.24 alh-13 4.63 

F43C11.12 -58.70 nas-23 4.58 
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Y49F6B.13 -57.90 C26B9.7 4.57 

F26C11.4 -57.48 cuti-1 4.54 

F58F9.8 -57.10 Y51H7C.10 4.51 

T26E3.6 -57.09 F16G10.8 4.50 

TC186275 -55.94 C06G4.6 4.50 

Y47D7A.11 -55.76 B0454.8 4.45 

F09C6.10 -55.18 cuti-1 4.43 

F58F9.8 -54.94 F46F3.3 4.37 

F17E9.3 -53.57 nas-14 4.36 

C06E2.9 -53.52 col-172 4.33 

K12H6.5 -53.43 C13C12.2 4.31 

C16C8.9 -52.06 his-9 4.31 

F01D4.10 -51.83 ZC513.2 4.29 

Y110A2AL.6 -51.71 grd-12 4.29 

T10D4.15 -51.33 alh-13 4.28 

F09C6.10 -51.17 F13C5.3 4.25 

hpo-2 -51.08 svh-1 4.20 

C06E2.9 -50.37 TC207055 4.14 

Y51H4A.26 -50.28 lpr-7 4.12 

F43C11.1 -49.85 nas-13 4.12 

ZK1290.1 -49.59 grl-28 4.10 

F46B6.13 -49.36 F15B9.8 4.10 

F59A1.16 -49.13 ZK131.5 4.09 

C06E2.9 -48.82 C25H3.15 4.08 

C16C8.19 -48.81 gcy-3 4.07 

Y49F6B.6 -48.77 srh-179 4.03 

R05H10.7 -48.54 lips-3 3.97 

C06E2.9 -48.46 F13C5.3 3.97 

F28B1.9 -48.08 R05A10.7 3.94 

K12H6.9 -48.01 lpr-7 3.94 

T16G12.10 -47.79 mec-1 3.92 

clec-197 -47.75 K01D12.8 3.88 

F58F9.6 -47.38 M01B2.8 3.88 
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F09C6.10 -47.37 K02C4.2 3.85 

clec-110 -47.33 Y53F4B.26 3.85 

T19B10.12 -47.23 lips-3 3.84 

clec-219 -47.09 T16G1.2 3.82 

clec-137 -47.09 F46C8.8 3.81 

clec-94 -46.94 D2005.6 3.80 

T16G12.10 -46.66 Y53F4B.26 3.80 

F40G9.7 -46.49 Y53F4B.7 3.79 

F59B2.12 -46.36 F23B2.3 3.79 

F01D4.10 -46.33 srw-145 3.78 

T22G5.1 -45.88 F08G2.1 3.78 

Y47D7A.11 -45.77 col-131 3.77 

F46B6.13 -45.33 ZC84.1 3.77 

try-8 -44.97 F35A5.4 3.77 

clec-95 -44.90 dsl-5 3.75 

Y46G5A.23 -44.83 F01D5.6 3.74 

F09C6.10 -44.83 F15B9.8 3.70 

T19B10.12 -44.57 nlp-30 3.70 

Y110A2AL.7 -44.04 F38A6.4 3.70 

Y47D7A.11 -43.96 Y37D8A.16 3.67 

C44B12.9 -43.78 ZK662.6 3.66 

C14F11.7 -43.36 K01D12.8 3.65 

C17H12.11 -42.46 Y44E3A.1 3.62 

clec-110 -42.16 nep-16 3.62 

scl-8 -42.16 F42F12.12 3.61 

F40G9.15 -42.01 TC201207 3.60 

ZC328.5 -41.96 H10E21.4 3.59 

C35E7.7 -41.73 ttr-52 3.56 

C06E2.9 -41.46 B0454.8 3.55 

F54B8.13 -41.43 sel-7 3.54 

NP022293 -41.39 R52.2 3.54 

Y43F8C.16 -41.31 Y53F4B.7 3.54 

C05B5.9 -41.26 clec-206 3.53 
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Y47D7A.2 -40.99 gly-1 3.53 

clec-110 -40.55 ND3 3.51 

T19B10.12 -40.39 F44A6.3 3.50 

F26C11.4 -39.39 Y51H7C.10 3.49 

F20A1.8 -38.99 pqn-90 3.49 

scl-15 -38.90 clec-230 3.48 

Y18D10A.2 -38.76 W04G3.12 3.47 

K11D12.6 -38.72 npax-2 3.47 

C09G12.5 -38.65 ptr-17 3.47 

T10B10.9 -38.63 Y53F4B.7 3.47 

clec-96 -38.55 T01B6.1 3.47 

F43C11.2 -38.43 M153.2 3.45 

F17B5.7 -37.93 ins-11 3.43 

K01D12.2 -37.85 C49F8.1 3.42 

Y47D7A.11 -37.66 K01D12.9 3.41 

F59A1.6 -37.64 Y55F3AM.14 3.38 

F43C11.1 -37.61 K09C8.7 3.38 

C44B12.9 -37.38 F59H6.5 3.36 

K03D3.5 -37.36 W04G3.7 3.36 

ZK39.9 -37.33 ZK250.9 3.35 

EB996415 -37.25 F33H12.6 3.34 

F01D4.10 -37.24 col-97 3.34 

K12H6.8 -36.96 Y75B12B.11 3.34 

T02H6.9 -36.95 C09B8.3 3.33 

fipr-18 -36.86 C28H8.5 3.33 

F42A6.2 -36.61 mec-1 3.32 

D1022.2 -36.42 C02E7.6 3.32 

Y116F11A.3 -36.31 ZK470.6 3.31 

ZC204.17 -36.25 ptr-1 3.31 

C35B1.3 -36.24 F07H5.8 3.31 

F25E5.7 -36.16 lips-7 3.30 

E02H9.1 -36.06 Y47D3B.10.2 3.29 

Y64G10A.2 -36.04 M03F4.6 3.29 
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clec-141 -36.01 ZK250.10 3.28 

clec-232 -35.92 C03B1.2 3.28 

F30A10.11 -35.92 lgc-21 3.28 

ZC178.2 -35.75 jud-4 3.27 

E02H9.1 -35.72 lys-10 3.27 

cwp-1 -35.56 clec-230 3.27 

F46B6.13 -35.46 mec-1 3.27 

TC202044 -35.36 clec-230 3.26 

E02H9.9 -35.22 T25E4.1 3.26 

M176.10 -35.18 C02E7.7 3.26 

D2096.5 -35.09 C38C6.6.2 3.25 

Y47D7A.11 -35.00 F13D2.4 3.25 

F46B6.13 -34.97 lips-7 3.24 

C44B12.9 -34.87 fip-6 3.24 

B0228.8 -34.52 gon-1 3.23 

T19B10.12 -34.08 lgc-21 3.22 

T02E9.6 -33.92 F20B10.3 3.22 

clec-263 -33.83 grl-27 3.21 

F17B5.7 -33.81 clec-230 3.21 

R03H10.4 -33.61 jud-4 3.20 

clec-158 -33.47 mab-7 3.19 

F54D12.9 -33.00 C03F11.2 3.19 

clec-92 -32.84 Y65B4BL.6 3.19 

Y74C10AR.2 -32.62 nas-23 3.18 

fip-7 -32.57 pes-8 3.18 

W02D7.12 -32.57 F41G3.3 3.16 

clec-138 -32.34 agmo-1 3.16 

F41D3.12 -32.24 F16H9.2 3.16 

TC208547 -32.17 M02G9.2 3.15 

Y43F8C.16 -32.12 F26F12.4 3.15 

clec-207 -32.08 C56C10.4 3.14 

clec-158 -32.02 C40H5.3 3.13 

TC190647 -31.87 alh-13 3.13 
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clec-107 -31.79 Y18H1A.9 3.13 

Y71G12B.5 -31.79 zig-3 3.13 

C06A12.8 -31.74 pqn-26 3.12 

Y87G2A.12 -31.64 C25B8.8 3.12 

Y47D7A.11 -31.62 Y65B4BL.6 3.12 

fipr-27 -31.52 lgc-21 3.11 

F26C11.4 -31.36 K02C4.2 3.10 

TC208547 -31.02 Y46G5A.36 3.10 

clec-183 -30.89 F23F1.2 3.10 

TC208547 -30.50 T17H7.7 3.10 

nas-24 -30.31 ZK180.5 3.09 

F56D2.8 -30.12 clec-230 3.09 

clec-136 -29.98 Y65B4BL.6 3.09 

lips-2 -29.83 F26G1.10 3.08 

F45D11.14 -29.75 C15C6.1 3.07 

F40G9.15 -29.57 F01G10.10 3.07 

Y87G2A.12 -29.30 suro-1 3.05 

Y6G8.5 -29.00 D2092.8 3.04 

C01G10.18 -28.91 col-70 3.03 

F34D6.8 -28.84 ptr-22 3.02 

Y47D7A.9 -28.82 F40H3.3 3.02 

F34D6.8 -28.80 Y51H7C.1 3.02 

ZC204.6 -28.79 F41F3.8 3.02 

B0207.5 -28.76 Y46B2A.2 3.02 

C44B12.9 -28.65 grl-27 3.01 

clc-4 -28.60 D2096.6 3.01 

Y50E8A.8 -28.33 C31B8.12 3.01 

Y47D7A.11 -27.94 T06D8.3 3.00 

EB996415 -27.77 clec-230 2.99 

F17B5.7 -27.66 C25F6.8 2.99 

F32B4.6 -27.54 F13H8.5 2.99 

F34D6.8 -27.52 F26A1.9 2.99 

F41D3.13 -26.80 jud-4 2.98 
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B0222.10 -26.80 str-131 2.98 

clec-130 -26.79 C30H6.5 2.98 

flp-23 -26.74 R10E11.9 2.97 

T10D4.15 -26.43 C10A4.9 2.97 

Y116A8C.44 -26.43 C30A5.10b 2.96 

clec-261 -26.41 cutl-5 2.96 

E02H9.1 -26.32 T24A6.21 2.96 

F25C8.1 -25.67 F13E9.8 2.96 

T02D1.7 -25.63 suro-1 2.95 

scl-9 -25.57 C10A4.9 2.95 

tag-329 -25.57 F41F3.8 2.95 

scl-24 -25.51 C30H6.5 2.95 

F34D6.8 -25.34 C35A5.10 2.95 

F54B8.13 -25.16 C02E7.6 2.95 

C49C3.11 -25.14 C53A3.1 2.94 

C44B12.9 -25.10 F10D11.6 2.93 

F19H6.5 -25.06 nas-13 2.93 

tag-329 -25.05 Y47D3B.6 2.93 

scl-25 -24.95 F41D3.5 2.93 

clec-157 -24.83 cutl-5 2.93 

clec-181 -24.50 T04B8.5 2.92 

TC208547 -24.22 TC178098 2.91 

scl-24 -24.14 C10A4.9 2.91 

Y47D7A.7 -23.89 K01D12.5 2.90 

Y47D7A.6 -23.73 T22B2.6 2.90 

T02E9.6 -23.50 phat-1 2.90 

F46B6.13 -23.28 C10A4.9 2.90 

F58A4.1 -23.16 B0403.5 2.89 

W09G12.6 -23.13 B0212.6 2.89 

M7.10 -23.12 Y43F4A.1 2.89 

F35C5.3 -23.09 R09H10.8 2.89 

clec-99 -22.84 jud-4 2.89 

F13E9.10 -22.81 TC187546 2.89 
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F28B1.2 -22.59 C15C8.8 2.89 

Y46D2A.3 -22.57 T27A10.5 2.89 

R53.8 -22.36 M195.2 2.89 

F56C3.8 -22.27 T22B2.6 2.88 

W07G1.7 -22.18 C50F7.9 2.88 

fipr-17 -22.15 swt-5 2.88 

F33E2.7 -22.10 C02E7.6 2.88 

R09E10.8 -22.03 F13B12.4 2.88 

clec-208 -22.03 F46F5.6 2.87 

cwp-2 -22.03 C15C8.8 2.87 

fipr-17 -21.99 C25F6.8 2.87 

TC208547 -21.91 F41F3.8 2.86 

T10D4.7 -21.77 C26F1.1 2.86 

K09C8.2 -21.64 C17F4.12 2.86 

C05B5.9 -21.60 T22B2.6 2.86 

F34D6.7 -21.57 C36E6.8 2.86 

C28C12.3 -21.48 suro-1 2.86 

clec-133 -21.37 F41F3.8 2.86 

fipr-17 -21.34 adt-1 2.85 

F34D6.8 -21.27 C40H5.4 2.85 

T24D8.6 -21.18 C35A5.10 2.85 

tag-329 -21.08 M153.3 2.84 

Y37F4.3 -21.03 F53H4.3 2.84 

clec-129 -21.00 Y61A9LA.7 2.84 

clec-104 -20.97 K09B3.1 2.84 

ZK39.9 -20.96 Y51H7C.10 2.84 

clec-159 -20.91 pqm-96 2.83 

fipr-17 -20.83 T24C12.4 2.83 

clec-109 -20.66 C06G1.1 2.83 

Y48G9A.6 -20.66 T05H4.7 2.83 

Y26D4A.16 -20.32 ZC21.9 2.83 

T22C1.12 -20.14 C25F6.8 2.82 

F11C7.6 -20.02 M110.9 2.82 
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F28C6.10 -19.84 T22B2.6 2.82 

F01D4.1 -19.45 R09H10.8 2.82 

F13E9.4 -19.42 C25B8.8 2.82 

F16G10.10 -19.28 C17E7.13 2.81 

flp-23 -18.95 T05H4.7 2.81 

cwp-2 -18.90 mec-1 2.81 

flp-23 -18.72 grl-28 2.81 

EB996415 -18.26 Y61A9LA.7 2.81 

clec-130 -18.25 T22B2.6 2.80 

clec-108 -18.21 clec-144 2.80 

flp-23 -18.19 C02F5.14 2.79 

Y25C1A.2 -18.16 ZC334.7 2.79 

scl-7 -18.05 T14E8.4 2.78 

F47C12.6 -17.98 nas-12 2.78 

T23G4.5 -17.96 clec-258 2.78 

clec-106 -17.85 nas-29 2.77 

abf-2 -17.79 pqm-96 2.77 

clec-125 -17.57 lin-32 2.77 

flp-23 -17.52 Y65B4BL.6 2.76 

clec-216 -17.26 T22B2.6 2.76 

F19H6.6 -17.18 srz-78 2.76 

nep-25 -17.12 F07H5.8 2.76 

flp-23 -17.03 Y57G11C.42 2.76 

F49C5.10 -16.96 F54B11.9 2.75 

F33E2.6 -16.89 F53A9.3 2.75 

F58F9.9 -16.87 T22B2.6 2.75 

clec-103 -16.84 nas-29 2.75 

F17B5.7 -16.64 K03D7.3 2.75 

flp-23 -16.32 T20B6.3 2.75 

K04F1.8 -16.12 F46F5.6 2.74 

Y62H9A.8 -16.03 oac-40 2.74 

F20B6.6 -15.96 F35A5.4 2.74 

F38E1.10 -15.75 nas-12 2.74 
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C45G9.10 -15.64 nas-38 2.73 

F41B5.6 -15.54 E01G6.1 2.73 

abf-1 -15.50 F46F5.6 2.73 

Y51A2D.8 -15.49 ets-10 2.73 

clec-126 -15.41 F46F5.6 2.72 

try-5 -15.36 F53H4.3 2.72 

K08C9.6 -15.09 TC182040 2.71 

K08C9.6 -15.08 F46F5.6 2.71 

K04H8.3 -15.01 F17E9.9 2.70 

TC202044 -14.92 B0238.13 2.70 

F17B5.7 -14.86 C36E6.8 2.69 

F56A4.9 -14.80 F33A8.10 2.69 

clec-193 -14.71 fip-6 2.69 

clec-130 -14.50 F46F5.6 2.69 

fip-3 -14.48 clec-229 2.68 

fipr-16 -14.42 ptr-9 2.68 

Y64G10A.10 -14.41 F53H4.3 2.68 

clec-124 -14.39 bli-5 2.67 

pqn-84 -14.20 nas-29 2.66 

K07E8.1 -14.08 T23F6.1 2.66 

clec-110 -13.69 C04G6.13 2.65 

F58F9.9 -13.62 aat-8 2.64 

clec-181 -13.36 vab-19 2.64 

F20B6.6 -13.15 T14E8.4 2.64 

F41D3.13 -12.93 Y48G8AL.1 2.64 

F41D3.13 -12.85 TC207055 2.64 

ZK39.9 -12.74 R13H4.8 2.64 

F49C5.10 -12.67 F35A5.4 2.63 

clec-109 -12.48 F41F3.8 2.63 

clec-193 -12.45 TC186189 2.63 

clec-216 -12.11 nas-13 2.63 

clec-221 -11.80 W08E12.6 2.62 

flp-23 -11.74 F59A1.5 2.62 
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F41D3.13 -11.69 C46H11.7 2.62 

C35B1.3 -11.68 Y48G8AL.1 2.61 

K08C9.6 -11.61 ZK909.3 2.61 

F30H5.5 -11.31 T23F6.1 2.61 

C35B1.3 -11.29 F39D8.3 2.60 

F25E5.3 -11.22 wrt-8 2.60 

F18G5.5 -11.17 C39B10.6 2.60 

W02B3.5 -11.09 nas-12 2.59 

C35B1.3 -10.85 lys-5 2.59 

Y116A8A.1 -10.83 Y47D7A.15 2.59 

C25F9.8 -10.80 B0403.5 2.59 

flp-23 -10.78 ifp-1 2.58 

K08C9.6 -10.60 ZC21.9 2.58 

Y51A2D.1 -10.45 R10D12.1 2.58 

Y71G12B.5 -10.39 Y47D7A.15 2.58 

F41D3.13 -10.27 T23F6.1 2.58 

F45D11.2 -10.14 T13C2.3 2.58 

F59A6.3 -10.04 F46G11.2 2.57 

W06D12.6 -9.96 sdha-1 2.57 

F13E9.9 -9.95 nas-36 2.57 

F46A8.4 -9.79 F09B12.3 2.56 

C35B1.3 -9.77 M03E7.4 2.56 

T12A2.5 -9.72 F47B7.4 2.55 

F58E6.4 -9.69 F49E10.4 2.55 

F47C12.12 -9.47 CELE_Y57G11C.42 2.54 

F15E11.15 -9.41 Y47D7A.15 2.54 

K10D11.4 -9.36 C26B2.8 2.53 

Y70G10A.2 -9.27 T21D11.1 2.52 

F30H5.5 -9.23 nas-12 2.52 

K02B12.9 -9.15 col-58 2.52 

F23A7.1 -9.11 T23F6.1 2.52 

T04A6.2 -9.11 C26B2.8 2.52 

clec-233 -9.04 F56F12.1 2.51 
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F26C11.3 -8.94 C47E8.9 2.51 

C35B1.3 -8.92 F32D8.3 2.51 

Y73F8A.10 -8.90 M153.5 2.51 

Y39B6A.9 -8.89 ZK909.3 2.50 

CELE_F46B3.14 -8.83 nas-29 2.50 

K02B12.9 -8.83 C47E8.9 2.50 

K02B12.9 -8.62 F14B8.5 2.49 

K02B12.9 -8.56 ZK909.3 2.49 

K02B12.9 -8.50 mam-8 2.49 

F47C12.7 -8.45 Y39B6A.8 2.49 

clec-132 -8.40 col-152 2.48 

Y46H3C.7 -8.35 F16H9.2 2.48 

B0286.6 -8.34 C27A2.5 2.48 

NP206106 -8.25 F14B8.5 2.48 

Y26D4A.17 -8.20 ZK909.3 2.47 

clec-216 -8.17 hbl-1 2.47 

K08C9.6 -8.16 grl-28 2.47 

W02B3.7 -8.14 fip-6 2.46 

F35C5.4 -8.11 egl-15 2.46 

F46B3.14 -7.98 ZK131.3 2.46 

C10G8.2 -7.88 TC209251 2.46 

F30H5.5 -7.80 D32358 2.45 

CELE_F49F1.3 -7.79 M01H9.5 2.45 

F15H9.7 -7.77 ZK105.5 2.45 

C16C8.17 -7.67 B0334.13 2.45 

F25D7.5 -7.65 C47A10.13 2.44 

C04B4.6 -7.62 K09B3.1 2.44 

T01A4.3 -7.61 C26B2.8 2.44 

F46B3.14 -7.48 C04B4.1 2.44 

clec-93 -7.44 F49E12.8 2.44 

Y64G10A.10 -7.43 nas-12 2.44 

clec-259 -7.43 cutl-14 2.43 

F30H5.5 -7.38 Y47D7A.15 2.43 
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fipr-16 -7.38 ZK909.3 2.41 

F02H6.6 -7.37 pqm-96 2.41 

Y38H6C.18 -7.35 T05D4.4 2.41 

Y7A5A.3 -7.20 nas-8 2.40 

F49C5.7 -7.09 ptr-17 2.40 

fipr-16 -7.07 C02F5.14 2.40 

C55C3.7 -7.04 sel-7 2.40 

C35B1.8 -6.82 cnp-2 2.40 

ZK39.9 -6.82 cut-4 2.40 

K02B12.6 -6.80 clec-228 2.39 

F16G10.2 -6.79 T05A7.9 2.38 

T04A6.2 -6.78 K03B8.6 2.38 

F18E9.7 -6.74 Y39B6A.8 2.37 

Y18H1A.8 -6.73 sri-14 2.37 

C16C10.9 -6.72 F39D8.3 2.37 

set-15 -6.70 grl-1 2.37 

F15E11.12 -6.66 pqn-29 2.37 

Y7A5A.3 -6.65 pxl-1 2.36 

Y43F8C.23 -6.61 F49E10.4 2.36 

Y67A10A.11 -6.60 Y39B6A.8 2.36 

C28H8.7 -6.59 Y41E3.22 2.36 

F40E12.1 -6.45 D2045.9 2.36 

F49F1.10 -6.40 Y39B6A.8 2.35 

C24A3.9 -6.35 K10B3.1 2.35 

Y67D8C.7 -6.27 D65308 2.35 

Y67D8C.7 -6.23 C26F1.1 2.35 

lov-1 -6.21 trx-3 2.35 

F09E10.1 -6.12 ZK596.3 2.35 

C49C8.6 -6.12 F25G6.7 2.34 

F11A3.4 -6.10 C12D12.3 2.34 

F07G6.8 -6.03 ceh-5 2.34 

xtr-2 -5.97 haf-9 2.34 

Y67D8C.7 -5.94 cnp-2 2.34 
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F11A3.4 -5.89 TC202604 2.34 

F28B1.3 -5.84 B0454.8 2.33 

her-1 -5.79 C52A10.2 2.33 

NP180076 -5.79 let-756 2.33 

F46B3.14 -5.75 col-75 2.33 

pkd-2 -5.69 F38B7.2 2.33 

Y43F8C.15 -5.67 hum-9 2.32 

F07G6.8 -5.67 F17C11.1 2.31 

F46B3.14 -5.66 Y54F10AM.8 2.31 

tyr-5 -5.65 Y22D7AL.14 2.30 

clec-147 -5.64 haf-9 2.30 

F57A10.2 -5.61 cutl-4 2.30 

F59A6.3 -5.49 ugt-51 2.30 

C24A3.9 -5.46 Y41E3.22 2.30 

F13A2.5 -5.33 T05A8.6 2.30 

trf-1 -5.32 F38B7.2 2.29 

cpt-3 -5.27 H08J11.2 2.29 

T05A8.7 -5.24 T19D7.6 2.29 

R01E6.5 -5.16 icl-1 2.29 

F59A6.3 -5.15 C49A9.5 2.29 

Y64G10A.10 -5.03 del-3 2.29 

dgn-3 -5.01 F49E10.4 2.28 

Y48G8AR.3 -4.96 ccb-2 2.28 

C08E3.14 -4.95 C47A10.13 2.28 

Y17G7B.23 -4.93 Y54F10AM.8 2.28 

F59D6.1 -4.93 ugt-51 2.28 

Y57E12AL.4 -4.90 grl-22 2.27 

her-1 -4.90 srx-13 2.27 

F10G2.2 -4.88 aakg-1 2.26 

F15E11.13 -4.84 icl-1 2.26 

EB996415 -4.76 F47B8.13 2.26 

F16G10.6 -4.75 haf-9 2.26 

clec-74 -4.73 Y41E3.22 2.25 
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Y7A5A.3 -4.73 F44G3.2 2.25 

C08E3.14 -4.71 icl-1 2.24 

ZK39.9 -4.71 col-2 2.24 

F09C6.13 -4.69 dao-6 2.23 

Y110A2AL.1 -4.68 C45G9.6 2.23 

ZK177.3 -4.67 snet-1 2.23 

F36H1.12 -4.67 cog-1 2.22 

F25D7.5 -4.67 clec-21 2.22 

M163.9 -4.66 F16H9.2 2.22 

F15H9.7 -4.65 cog-1 2.21 

Y54G2A.38 -4.63 K02A2.5 2.21 

F07G6.8 -4.61 F14B8.5 2.21 

T12A7.3 -4.55 F17C11.1 2.21 

T04A6.2 -4.55 R04B3.3 2.21 

F14H12.6 -4.54 D65291 2.20 

C32H11.4 -4.53 dapk-1 2.20 

E01G4.5 -4.47 C30H6.12 2.20 

C69955 -4.46 T24A11.3 2.19 

Y19D10B.7 -4.44 ZK131.1 2.19 

M163.9 -4.40 ugt-51 2.19 

Y70G10A.2 -4.38 cpz-2 2.19 

Y75B8A.33 -4.37 sox-2 2.18 

T08D10.4 -4.33 Y51H7C.10 2.18 

F02H6.6 -4.32 gst-23 2.18 

F46B3.15 -4.28 TC181947 2.17 

E01G4.5 -4.28 T26E4.10 2.17 

clec-74 -4.26 Y39B6A.8 2.17 

F11A3.4 -4.21 T09B9.2 2.16 

ZC376.1 -4.18 cutl-4 2.16 

M02D8.7 -4.14 F56F12.1 2.16 

Y47D7A.12 -4.13 rap-3 2.15 

F07G6.8 -4.10 sem-2 2.15 

Y70G10A.2 -4.08 F38E9.4 2.15 
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F29A7.3 -4.08 sox-2 2.14 

C07G3.10 -4.07 haf-9 2.13 

M199.9 -4.05 F56F12.1 2.13 

fipr-16 -4.02 C34E11.2 2.13 

F11A3.4 -4.02 F27D9.7 2.12 

Y51H7C.15 -3.99 clec-52 2.12 

T01B6.4 -3.98 Y54E10BL.1 2.12 

F07G6.8 -3.95 C14A11.1 2.11 

T28A8.2 -3.94 catp-3 2.11 

F59A6.11 -3.89 F26G1.11 2.11 

C24A3.9 -3.86 dyf-7 2.10 

F45D11.4 -3.83 egl-15 2.10 

W08F4.7 -3.82 lat-2 2.10 

Y13C8A.2 -3.82 M03E7.2 2.10 

F15E11.1 -3.81 catp-2 2.10 

NP176938 -3.80 TC196650 2.10 

acp-6 -3.79 R09H10.5 2.09 

M163.9 -3.77 D2045.8 2.09 

F11A3.4 -3.77 tsp-14 2.08 

C17G10.6 -3.73 F26A10.2 2.08 

clec-176 -3.66 Y37D8A.16 2.08 

str-55 -3.65 ugt-25 2.08 

C32H11.3 -3.61 C53A3.2 2.07 

W08F4.7 -3.60 F01D4.8 2.07 

M01B12.4 -3.58 Y37D8A.16 2.07 

Y24F12A.3 -3.53 Y38F1A.8 2.07 

Y68A4A.13 -3.52 F53C3.8 2.07 

C50H11.8 -3.50 inx-16 2.06 

F07G6.8 -3.48 TC207352 2.06 

C18F10.2 -3.47 nas-7 2.06 

ZK792.1a -3.46 C33A12.6 2.05 

T02G5.4 -3.45 C33E10.10 2.05 

Y50E8A.14 -3.43 paqr-3 2.05 
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W04A4.3 -3.43 Y113G7B.12 2.05 

H19N07.3 -3.42 C47A10.13 2.04 

T24E12.12 -3.39 K10H10.6 2.04 

Y13C8A.1 -3.39 sox-2 2.04 

K10B4.1 -3.38 str-163 2.04 

NP024506 -3.37 str-180 2.04 

F09C6.13 -3.37 Y41E3.22 2.04 

T24C2.2 -3.34 dyf-7 2.03 

M199.9 -3.26 F31D4.5 2.02 

dut-1 -3.14 nas-7 2.02 

TC201003 -3.12 F13H10.1 2.02 

F49C12.7 -3.10 F07A5.4 2.02 

T24E12.12 -3.05 T24A11.3 2.02 

F22B7.3 -3.05 dyf-7 2.02 

dut-1 -3.03 C33E10.10 2.02 

F16H6.6 -3.01 F02D8.1 2.01 

Y106G6H.10 -3.00 cdf-2 2.01 

F47C12.11 -2.97 lec-1 2.00 

dod-24 -2.95 C53A3.2 2.00 

C14C6.13 -2.94 dyf-7 2.00 

sri-20 -2.93 best-23 2.00 

H37A05.4 -2.91 F07A5.4 2.00 

tba-7 -2.89 R09H10.7 1.99 

C31H5.7 -2.89 sox-2 1.99 

C40H1.9 -2.89 Y43F8B.2 1.99 

C26E1.1 -2.89 sams-1 1.99 

T04A6.2 -2.87 F17C11.1 1.99 

T26H5.9 -2.86 F47E1.2 1.99 

C18A11.4 -2.85 K08C7.4 1.99 

H37A05.4 -2.84 T24A11.3 1.98 

C17F4.11 -2.83 T11F9.6 1.98 

clec-203 -2.81 ZC123.4 1.98 

oac-31 -2.81 nhr-77 1.98 
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Y11D7A.16 -2.80 K09H11.7 1.98 

F02H6.6 -2.80 F54D5.15 1.98 

T26H5.9 -2.79 let-756 1.97 

grd-3 -2.79 ugt-51 1.97 

D1086.2 -2.77 gon-1 1.97 

cwp-3 -2.77 C15H9.2 1.96 

M02D8.7 -2.76 nas-7 1.96 

ZC53.6 -2.73 sox-2 1.96 

Y49G5A.1 -2.71 F25E5.8 1.96 

C29F9.5 -2.70 F17C11.1 1.96 

Y11D7A.16 -2.68 ugt-8 1.96 

H37A05.4 -2.68 R05H5.7 1.95 

nspe-1 -2.68 sox-2 1.95 

K07A1.1 -2.66 EF491744 1.95 

pyc-1 -2.65 F34D6.6 1.94 

T26C11.8 -2.64 W02F12.2 1.93 

F14D7.11 -2.64 col-102 1.93 

tdc-1 -2.63 T24A11.3 1.93 

F28H6.7 -2.62 F13D2.4 1.93 

D2096.10 -2.62 mnm-2 1.93 

srw-33 -2.62 hlh-32 1.93 

TC204851 -2.61 ZK675.3b 1.93 

mab-23 -2.60 F19C6.5 1.93 

K07A1.1 -2.59 egl-15 1.92 

T24E12.12 -2.59 T11F9.6 1.92 

mab-23 -2.58 dgk-2 1.92 

clec-100 -2.57 zig-6 1.92 

R05H10.1 -2.54 F16F9.4 1.92 

Y7A5A.3 -2.53 C17B7.9 1.91 

H15N14.4 -2.51 best-23 1.91 

Y11D7A.16 -2.51 T24A11.3 1.91 

nspd-9 -2.49 C14H10.2 1.91 

F25B3.2 -2.46 col-34 1.91 
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nspe-1 -2.45 C14A11.1 1.91 

mab-23 -2.45 ifd-1 1.90 

nspe-1 -2.45 lin-44 1.90 

fbxb-7 -2.44 H23N18.4 1.90 

nspe-1 -2.42 fkh-7 1.89 

Y24F12A.3 -2.42 chw-1 1.89 

ZK829.1 -2.41 miz-1 1.89 

K07A1.13 -2.40 Y77E11A.14 1.89 

T21C9.11 -2.39 R05H5.7 1.89 

F31B9.2 -2.37 zig-6 1.89 

C43D7.4 -2.37 T11F9.6 1.89 

F47C12.11 -2.36 eff-1 1.88 

cat-1 -2.36 sox-2 1.88 

F40H6.5 -2.34 F46C3.3 1.88 

F28F9.2 -2.33 ZK593.3 1.87 

sdz-6 -2.32 T11F9.6 1.87 

C01B4.6 -2.31 gln-3 1.87 

ZK829.1 -2.30 lin-44 1.87 

F46B3.14 -2.30 C25H3.15 1.87 

dmsr-2 -2.29 F23F1.4 1.87 

clec-6 -2.28 ZK675.3b 1.87 

F59B2.11 -2.27 R102.11 1.87 

F45D11.1 -2.26 lin-44 1.86 

ins-25 -2.25 fbxa-6 1.86 

swt-6 -2.24 Y65B4A.2 1.86 

Y43B11AR.1 -2.23 K09H11.7 1.86 

C06E1.1 -2.21 gst-23 1.86 

R04A9.1 -2.20 T25D10.4 1.86 

ssp-31 -2.20 crb-1 1.85 

C43D7.4 -2.20 W02B12.13 1.85 

Y38E10A.2 -2.19 K07E8.6 1.85 

mab-23 -2.19 R07G3.8 1.85 

K07A1.1 -2.15 TC201289 1.85 
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C06E1.1 -2.14 R07E5.4 1.85 

C01B4.9 -2.13 TC192520 1.85 

F46B3.15 -2.12 unc-129 1.85 

ser-7 -2.12 lin-44 1.85 

T24E12.12 -2.11 F52E1.9 1.84 

ZC168.2 -2.11 H23N18.4 1.84 

F20B6.1 -2.11 ZK1307.7 1.84 

aqp-6 -2.11 gst-23 1.84 

F45D11.1 -2.10 nac-2 1.83 

T06G6.4 -2.10 Y57G11B.2 1.83 

faah-3 -2.09 Y57E12AR.1 1.83 

lips-14 -2.07 ugt-1 1.83 

swt-6 -2.06 nhr-277 1.83 

clec-112 -2.05 Y55D5A.4 1.83 

T28D6.3 -2.05 C52E2.4 1.82 

ins-25 -2.04 R12E2.6 1.82 

Y7A5A.5 -2.03 lin-44 1.82 

F55G11.5 -2.03 fbxa-6 1.82 

ins-25 -2.02 zig-4 1.82 

T02G5.3 -2.02 F18E9.4 1.82 

tph-1 -2.01 ZK470.2 1.82 

C06E1.1 -2.01 zig-6 1.82 

tph-1 -2.01 T12A7.6 1.81 

T13F3.7 -2.00 Y45F10D.14 1.81 

Y71F9AL.4 -2.00 gsto-3 1.81 

F01D5.2 -1.99 F23C8.11 1.81 

Y26D4A.19 -1.98 str-168 1.81 

Y38C1AA.12 -1.98 faah-2 1.81 

F07C3.3 -1.96 npa-1 1.80 

TC194584 -1.96 ZK180.2 1.80 

ssp-31 -1.95 TC197696 1.80 

W03G9.7 -1.95 T05E7.4 1.80 

Y40A1A.3 -1.95 T02D1.5 1.80 
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F47G9.6 -1.93 C06E2.1 1.80 

ins-39 -1.92 lam-1 1.80 

ser-7 -1.92 M88.4 1.80 

K07A1.17 -1.91 Y6G8.1 1.80 

F31F7.1 -1.91 K02E11.7 1.79 

Y110A2AL.4 -1.90 ZK54.3 1.79 

F31F7.1 -1.90 Y62H9A.12 1.79 

cat-1 -1.89 F30F8.5 1.79 

C15A11.7 -1.88 Y39A3CR.5 1.79 

hpo-15 -1.88 AC3.5.3 1.79 

Y75B8A.33 -1.88 lips-11 1.79 

F59B8.1 -1.87 Y17D7C.1 1.78 

TC199465 -1.87 C24H10.1 1.78 

K08D8.5 -1.87 EF491744 1.78 

F08H9.2 -1.87 unc-78 1.78 

K01D12.2 -1.86 str-7 1.78 

F42H11.2.2 -1.86 Y57E12AR.1 1.78 

F20B6.7 -1.85 C45B2.2 1.78 

ugt-3 -1.85 col-50 1.78 

nep-18 -1.84 C23H4.7 1.78 

F55G7.1 -1.84 hum-4 1.78 

T25B9.10 -1.83 Y57G11A.3 1.77 

W09C3.3 -1.83 C05A9.2 1.77 

K02A2.7 -1.83 F46C5.1 1.77 

TC203195 -1.83 K11E4.2 1.77 

nep-18 -1.82 F48G7.10 1.77 

K08D8.5 -1.82 C06B3.7 1.77 

F59B8.1a -1.82 W02B12.13 1.77 

F19C6.4 -1.81 F08A8.3 1.77 

oac-33 -1.81 F28H7.7 1.77 

K10C2.3 -1.80 gst-19 1.76 

TC203195 -1.80 pqn-89 1.76 

ins-24 -1.80 ZC373.5 1.76 
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riok-1 -1.79 F14E5.1 1.76 

K08D8.5 -1.79 Y57E12AR.1 1.76 

nep-18 -1.79 acp-5 1.76 

K08D8.5 -1.79 nhr-156 1.76 

  EF491744 1.75 

C52672 -1.79 NP023739 1.75 

F11D5.7 -1.78 nhr-58 1.75 

C32H11.1 -1.78 ugt-34 1.74 

srsx-34 -1.78 T07E3.4 1.74 

T28D6.3 -1.78 far-3 1.74 

F01D5.3 -1.77 C13C4.8 1.74 

T12B5.12 -1.77 T27E4.8 1.74 

K08D8.5 -1.75 Y57E12AR.1 1.73 

clec-12 -1.75 str-168 1.73 

T28D6.3 -1.75 H08J11.2 1.73 

TC203195 -1.74 M162.5 1.73 

T13A10.2 -1.74 F44A2.5 1.73 

B0238.9 -1.74 Y23B4A.2 1.73 

gad-2 -1.74 C01B10.10 1.72 

F31F7.1 -1.74 C30G4.4a.1 1.72 

ins-25 -1.74 T05E11.2 1.72 

TC203195 -1.73 R07G3.8 1.72 

C07B5.3 -1.73 str-168 1.72 

ZK896.4 -1.72 pmp-5 1.72 

F59B8.1a -1.72 TC207352 1.72 

K10D11.3 -1.72 ZK1307.7 1.72 

T23B7.3 -1.72 cdr-1 1.72 

F55G7.1 -1.71 ugt-34 1.72 

F21C10.11 -1.71 C36B7.5 1.71 

ins-7 -1.68 zig-9 1.71 

snb-7 -1.68 glt-5 1.71 

F11D5.7 -1.68 K09C4.6 1.71 

Y110A7A.2 -1.67 C13F10.1b 1.71 
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snb-5 -1.67 ifb-1 1.70 

Y19D10A.8 -1.67 T04F8.6 1.70 

B0310.3 -1.65 mef-2 1.70 

col-40 -1.65 lys-6 1.70 

F56A4.10 -1.65 srab-12 1.69 

T27E7.1 -1.65 npa-1 1.69 

Y50D4B.2 -1.64 T28H10.3 1.69 

Y45G12C.12 -1.64 dgk-2 1.69 

C29E4.13 -1.63 nlp-23 1.69 

B0507.8 -1.62 ZK1086.2 1.69 

pdk-1 -1.62 unc-49 1.69 

C08A9.1.2 -1.62 F18E9.4 1.69 

C01G6.10 -1.62 C30G4.4 1.69 

Y19D10A.11 -1.62 R10H1.1 1.69 

C07A12.2 -1.62 T02D1.5 1.69 

gpa-13 -1.61 spp-4 1.69 

C54C6.7 -1.61 ZC373.5 1.69 

ncx-6 -1.60 R11F4.3 1.68 

C53156 -1.60 mef-2 1.68 

F11D5.7 -1.59 K07D4.5 1.68 

W03B1.6 -1.59 TC200301 1.68 

C01B4.8 -1.58 dnj-24 1.68 

R05G6.1 -1.58 F13D2.4 1.68 

fog-1 -1.57 TC204135 1.68 

F49C12.9 -1.57 B0034.5 1.68 

sax-2 -1.57 F13B12.2 1.68 

F07B7.2 -1.57 C30G4.4 1.68 

ZK896.1 -1.57 pqn-89 1.68 

C03C10.7 -1.57 T02D1.5 1.68 

C30276 -1.56 T11B7.2 1.67 

C39H7.1 -1.56 F59B10.6 1.67 

T23B7.3 -1.56 C45B2.2 1.67 

ZC196.4 -1.56 K05B2.3 1.67 
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T01D3.6 -1.56 php-3 1.67 

M6.4 -1.56 snt-7 1.67 

Y57A10A.1 -1.55 F46C5.2 1.67 

Y11D7A.3 -1.55 pkc-2 1.67 

C60074 -1.55 ins-12 1.67 

C56250 -1.54 clec-170 1.67 

C38687 -1.54 unc-49 1.67 

D33204 -1.53 T07F10.6 1.67 

frpr-1 -1.53 T04C12.8 1.67 

Y26D4A.17 -1.53 R07G3.8 1.67 

F31D5.2 -1.53 unc-43 1.67 

C23H4.6 -1.53 C30G4.7 1.67 

kcc-3 -1.52 C30G4.4 1.66 

C60074 -1.52 R07G3.8 1.66 

TC208147 -1.51 T04F8.6 1.66 

TC187462 -1.51 ZK470.2 1.66 

C17D12.3 -1.51 F38E9.5 1.65 

C33D9.9 -1.51 ZK652.8 1.65 

K08D8.4 -1.51 C38H2.3 1.65 

H12D21.13 -1.50 ilys-3 1.65 

R02F2.8 -1.50 soc-2 1.65 

C56250 -1.50 F20D6.10 1.65 

fog-1 -1.50 F13B12.2 1.65 

C53318 -1.50 K11G9.5 1.65 

C15F1.8 -1.49 aakb-1 1.65 

cyc-2.2 -1.49 C55C3.1 1.65 

R102.1 -1.49 gnrr-3 1.65 

D33390 -1.49 C36B7.6 1.65 

D32534 -1.49 W07G4.5 1.65 

C27A7.5 -1.49 oac-54 1.64 

D33478 -1.48 srg-48 1.64 

TC178793 -1.48 K12C11.3 1.64 

TC191869 -1.48 ifb-1 1.64 
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D33478 -1.48 ins-38 1.64 

D32534 -1.47 Y45G12C.2.2 1.64 

ksr-2 -1.47 ZC373.5 1.64 

clec-4 -1.47 pmp-5 1.64 

W04A8.2 -1.47 T28H10.3 1.64 

rab-3 -1.46 T14G8.4 1.64 

C36759 -1.46 gap-1 1.63 

D32534 -1.46 F13G3.12 1.63 

Y50D4B.3 -1.46 elo-9 1.63 

tni-3 -1.45 K12C11.6 1.63 

C06A5.12 -1.45 dve-1 1.63 

fbxa-190 -1.45 C36B7.6 1.63 

lst-4 -1.44 T28H10.3 1.63 

W04A8.2 -1.44 math-50 1.62 

spe-15 -1.44 lim-6 1.62 

C28A5.2 -1.43 ZC15.4 1.62 

W02B12.15 -1.43 H36L18.2 1.62 

F27D4.1 -1.43 D71242 1.62 

C10385 -1.43 unc-45 1.62 

C06A5.12 -1.42 T28H10.3 1.62 

K08D8.6 -1.42 C23H4.3 1.62 

C10385 -1.42 inx-20 1.62 

fbxa-189 -1.42 nhr-284 1.62 

C09B9.4 -1.41 B0302.5 1.62 

cwp-4 -1.41 unc-44 1.62 

C01B4.7 -1.41 zip-9 1.61 

Y116A8A.10 -1.40 ifb-1 1.61 

pabp-2 -1.40 ifb-2 1.61 

K08D8.4 -1.40 F43G6.4 1.61 

D33478 -1.40 pfn-2 1.61 

ZK512.4 -1.40 Y37A1B.11 1.61 

D2096.12 -1.40 mpz-2 1.61 

C53134 -1.39 C35B8.4 1.61 
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F19F10.11 -1.39 F22H10.1 1.61 

TC178793 -1.39 M04C7.4 1.61 

F08F3.9 -1.39 syd-9 1.61 

W04A8.2 -1.39 C36B7.6 1.61 

F41G3.10 -1.38 Y58A7A.1 1.61 

ced-5 -1.38 C49F5.5 1.60 

F09E5.16 -1.38 Y77E11A.12 1.60 

C10385 -1.38 lev-8 1.60 

M70.1 -1.38 C06B8.2 1.60 

D33204 -1.38 clec-54 1.60 

ave-1 -1.38 C06B8.2b 1.60 

W04A8.2 -1.38 C05D10.4 1.60 

rod-1 -1.38 F09A5.3 1.60 

C03H5.4 -1.38 F28F5.6 1.60 

Y119D3B.12 -1.37 kel-8 1.60 

F55G11.2 -1.37 ZC196.9 1.60 

C29951 -1.37 ceh-18 1.60 

set-17 -1.37 TC188135 1.60 

ptc-1 -1.37 tmd-2 1.60 

spe-15 -1.37 K03E6.1 1.59 

dnj-22 -1.37 W05H9.3 1.59 

dnj-28 -1.37 dct-15 1.59 

C14A11.6 -1.36 glt-3 1.59 

F59E12.1 -1.36 lim-6 1.59 

F09E5.16 -1.36 inx-15 1.59 

T27E4.1 -1.36 npr-31 1.59 

H12D21.13 -1.36 twk-13 1.59 

clec-179 -1.36 K12C11.6 1.59 

cyk-4 -1.36 col-84 1.59 

F27D4.1 -1.36 ckb-2 1.59 

syp-4 -1.36 ifb-1 1.59 

tag-312 -1.35 gst-29 1.59 

C17H12.6 -1.35 K09H11.6 1.59 
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Y116F11B.10 -1.35 W03F8.10 1.58 

R10D12.8 -1.35 R09A8.5 1.58 

pnk-1 -1.35 twk-13 1.58 

Y57G11C.9 -1.35 vab-15 1.58 

C29951 -1.35 H40L08.2 1.58 

C09E7.8 -1.35 cor-1 1.58 

hcp-2 -1.35 prl-1 1.58 

Y54G2A.41 -1.35 sgk-1 1.58 

T27E4.1 -1.35 aco-1 1.58 

D33204 -1.34 W03F8.10 1.58 

F37C4.5 -1.34 F13H6.1b 1.58 

C56318 -1.33 prl-1 1.58 

K11D12.8 -1.33 K02E10.6 1.57 

TC207889 -1.33 T18D3.7 1.57 

C10C6.7 -1.33 C35B8.4 1.57 

C56318 -1.33 ZC334.12 1.57 

F37C4.5 -1.33 rgl-1 1.57 

K07D4.1 -1.33 gar-1 1.57 

F09E5.16 -1.33 C14A4.7 1.57 

madf-7 -1.33 aakb-1 1.57 

D33204 -1.33 T03F7.1.2 1.57 

spe-8 -1.33 zip-9 1.57 

B0564.11 -1.33 mpz-2 1.57 

C37017 -1.33 dve-1 1.57 

C30884 -1.32 dgk-2 1.57 

set-23 -1.32 C14F5.4 1.57 

Y54F10BM.9 -1.32 K02E10.7 1.56 

K03D7.1 -1.32 unc-89 1.56 

EC035882 -1.32 gsto-3 1.56 

Y32B12B.4 -1.32 col-153 1.56 

C55286 -1.32 cars-1 1.56 

pnc-1 -1.32 lgc-31 1.56 

ZK1098.1 -1.32 prl-1 1.56 
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ZK686.4 -1.32 mef-2 1.56 

dom-3 -1.31 F58F12.4 1.56 

W02D7.6 -1.31 F52H2.6 1.56 

Y54G2A.50 -1.31 C14A4.7 1.56 

par-2 -1.31 F21D12.3 1.56 

sid-1 -1.31 H36L18.2 1.55 

F54D12.4 -1.31 cwn-1 1.55 

cdk-9 -1.31 T05C3.6 1.55 

F57G4.9 -1.31 NP488953 1.55 

C56318 -1.31 B0554.7 1.55 

ess-2 -1.31 umps-1 1.55 

F37C4.5 -1.31 R03G5.1b.2 1.55 

ncs-7 -1.30 K10B3.6 1.55 

rsa-2 -1.30 R05H5.7 1.55 

F42G4.5 -1.30 C55F2.1 1.55 

Y54G11A.9 -1.30 C46G7.5 1.55 

Y20F4.5 -1.30 snt-7 1.55 

Y54G2A.50 -1.30 F19C6.2 1.55 

cat-4 -1.30 prl-1 1.55 

ZK550.4 -1.30 zig-1 1.55 

T10D4.6 -1.30 C18B2.3 1.55 

F09E5.16 -1.30 fah-1 1.54 

hpo-38 -1.30 Y44E3A.1 1.54 

H35B03.1 -1.29 lbp-3 1.54 

C06A5.5 -1.29 F59F5.5 1.54 

C55286 -1.29 ztf-16 1.54 

ZK381.1 -1.29 B0462.4 1.54 

rpa-2 -1.29 bli-3 1.54 

swp-1 -1.29 twk-13 1.53 

D33246 -1.29 F39C12.4 1.53 

F52C9.7.2 -1.29 ZK154.6 1.53 

TC207889 -1.29 T01E8.8 1.53 

snr-3 -1.29 dod-3 1.53 
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Y116A8C.16b -1.29 ndnf-1 1.53 

pabp-2 -1.29 F19C6.2 1.53 

glh-4 -1.28 ZC334.12 1.53 

Y48A5A.1 -1.28 F19C6.2 1.53 

ppw-1 -1.28 flr-2 1.53 

Y80D3A.9 -1.28 C34F6.5 1.53 

K06A5.1 -1.28 ztf-16 1.53 

C44C1.6 -1.28 F19C6.2 1.53 

Y67H2A.2 -1.28 F58F12.4 1.53 

npp-16 -1.28 tre-3 1.53 

frpr-14 -1.28 TC208144 1.53 

Y71H2B.4 -1.28 C15H9.5 1.53 

K09C4.1 -1.27 kel-8 1.53 

C55A6.9 -1.27 C27B7.7 1.53 

pme-3 -1.27 K12C11.6 1.53 

sel-10 -1.27 T23B3.2 1.53 

ZK897.1 -1.27 nhr-105 1.52 

Y116A8C.16a -1.27 nhr-97 1.52 

rad-50 -1.26 nucb-1 1.52 

ufd-3 -1.26 kel-8 1.52 

pnk-1 -1.26 F39C12.4 1.52 

swp-1 -1.26 T28H11.8 1.52 

rsd-2 -1.26 sto-5 1.52 

ZK1025.1 -1.26 calu-1 1.52 

Y48G1BL.4 -1.25 F39C12.4 1.52 

C06E1.9 -1.25 D71847 1.52 

C55286 -1.25 F36H1.6 1.52 

Y67D2.4 -1.25 ugt-5 1.52 

cpb-1 -1.25 TC209250 1.52 

snr-3 -1.25 F32D8.10 1.52 

mage-1 -1.24 kel-8 1.52 

math-43 -1.24 ttr-38 1.52 

T07A9.10 -1.24 unc-44 1.52 
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W04D2.6 -1.24 F41G3.18.1 1.52 

T28D6.5a -1.24 tag-253 1.52 

D33246 -1.24 ceh-37 1.52 

Y43C5A.3 -1.23 gar-1 1.52 

Y49E10.4 -1.23 mboa-7 1.52 

C26E6.9a -1.23 nhr-105 1.52 

cux-7 -1.23 F58F12.4 1.51 

msh-6 -1.23 eat-16 1.51 

K08H10.9 -1.23 ZC317.2 1.51 

ubxn-4 -1.23 F08G12.11 1.51 

T20D3.8 -1.23 clh-4 1.51 

F56D12.6 -1.23 shl-1 1.51 

mdt-26 -1.23 K07C11.8 1.51 

ceh-48 -1.23 kel-8 1.51 

pme-3 -1.22 kel-8 1.51 

ZK370.7 -1.22 C07B5.4 1.51 

hpo-10 -1.22 Y50E8A.1 1.51 

C41D11.3 -1.22 F41G3.18.2 1.51 

knl-1 -1.22 dhs-2 1.50 

eri-3 -1.22 C46C2.6 1.50 

C23G10.7 -1.21 Y44E3A.1 1.50 

B0495.2 -1.21 prx-5 1.50 

strd-1 -1.21 ugt-50 1.50 

pis-1 -1.21 apl-1 1.50 

npp-14 -1.21 F55F3.2 1.50 

ZC477.3 -1.21 acs-5 1.50 

ZK652.6 -1.21 C05D12.7 1.50 

B0035.16 -1.21 R05A10.4 1.50 

TC200571 -1.20 nhr-97 1.50 

F58E10.3 -1.20 F16H11.4 1.50 

mel-11 -1.20 F16H11.4 1.50 

K01G5.3 -1.20 T02D1.5 1.50 

mop-25.2 -1.19 nhr-105 1.50 
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C08B6.7 -1.19 mpz-2 1.50 

Y37E11B.6 -1.19 F41B4.3 1.50 

ZK1010.3 -1.19 nipi-3 1.50 

lact-3 -1.19 Y43B11AR.6 1.50 

T12E12.4a.1 -1.19 T11B7.4b 1.50 

B0001.3 -1.18 prx-3 1.50 

H34C03.2 -1.18 C34E7.3 1.50 

F43G6.11 -1.18 glr-8 1.50 

C15H11.4 -1.18 Y54E10A.16b 1.49 

C09G9.1 -1.18 cft-1 1.49 

F10G7.9 -1.18 eat-16 1.49 

R07E5.7 -1.18 T02H6.6 1.49 

Y41E3.7 -1.17 acs-17 1.49 

Y48C3A.8 -1.17 F36H1.6 1.49 

D2089.1a -1.17 zig-1 1.49 

cul-2 -1.17 Y54E10A.16b 1.49 

efa-6 -1.17 cyp-33C5 1.49 

npp-16 -1.17 bre-1 1.49 

ZK1127.6 -1.17 C43H6.1 1.49 

F38A5.13 -1.17 nhr-97 1.49 

ZK1127.12 -1.16 C14A4.7 1.49 

guk-1 -1.16 tag-163 1.49 

Y57A10A.7 -1.16 ceh-18 1.49 

pqe-1 -1.16 K03E6.7 1.49 

wsp-1 -1.16 C43H6.1 1.49 

jmjd-1.2 -1.16 F56F12.1 1.49 

C16A3.8 -1.16 ifb-1 1.48 

F55C12.5 -1.16 acs-5 1.48 

D34290 -1.15 mec-1 1.48 

C08F8.2 -1.15 fbxa-219 1.48 

symk-1 -1.15 str-7 1.48 

F44E2.10 -1.15 F28A10.3 1.48 

bpl-1 -1.15 T19C3.4 1.48 
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NP016715 -1.15 lbp-3 1.48 

Y73B3A.9 -1.15 spon-1 1.48 

hrp-1 -1.15 sto-5 1.48 

M01E5.3 -1.14 R05H5.7 1.48 

Y41E3.7 -1.14 cyp-25A3 1.48 

rad-26 -1.14 F54C8.4 1.48 

Y59A8A.1 -1.14 aagr-2 1.48 

tcer-1 -1.14 C43H6.1 1.48 

H06I04.1 -1.14 ZC334.12 1.48 

npp-10 -1.13 apl-1 1.48 

Y87G2A.10b -1.13 T08A9.13 1.48 

lst-3 -1.12 fbl-1 1.48 

rga-1 -1.12 acs-17 1.48 

Y116A8C.34.2 -1.12 lurp-1 1.47 

spe-5 -1.12 nmy-1 1.47 

Y41E3.7 -1.12 nhr-146 1.47 

F21F3.6 -1.12 ugt-5 1.47 

dcr-1 -1.11 nhr-105 1.47 

C05G5.3 -1.11 nhr-142 1.47 

T05A12.3 -1.11 T08A9.13 1.47 

R12C12.8 -1.10 pbo-5 1.47 

noca-1 -1.10 aagr-2 1.47 

F55A11.3 -1.09 acs-5 1.47 

cyk-1 -1.09 gst-33 1.47 

ddx-23 -1.05 nipi-3 1.47 

  ucr-2.1 1.47 

  elk-2 1.47 

  cal-2 1.47 

  ttr-48 1.47 

  cTel55X.1 1.47 

  dhs-2 1.47 

  C07B5.4 1.47 

  F59E11.7 1.47 



166 

  nhr-32 1.47 

  AF319615 1.47 

  nhr-143 1.46 

  Y39B6A.7 1.46 

  ugt-33 1.46 

  klp-11 1.46 

  M03A8.3 1.46 

  acs-17 1.46 

  col-187 1.46 

  ZC376.3 1.46 

  rcn-1 1.46 

  Y51H7BR.4 1.46 

  F48G7.9 1.46 

  ceh-18 1.46 

  nkat-1 1.46 

  ZC334.12 1.46 

  C50B8.6 1.46 

  F25H5.4.4 1.46 

  NP395157 1.46 

  prx-3 1.45 

  C06A8.8b 1.45 

  F35B12.9 1.45 

  T19C4.5 1.45 

  T23G5.6 1.45 

  mtrr-1 1.45 

  F01G4.6 1.45 

  F47F2.1 1.45 

  srd-74 1.45 

  R12E2.4a 1.45 

  ZK593.1 1.44 

  cars-1 1.44 

  kqt-2 1.44 

  mtrr-1 1.44 
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  nhr-104 1.44 

  TC189707 1.44 

  deb-1 1.44 

  NP435080 1.44 

  F59B1.2 1.44 

  cars-1 1.44 

  M60.6 1.43 

  F34H10.3 1.43 

  nhr-94 1.43 

  R09H10.5 1.43 

  nmr-2 1.43 

  ceh-18 1.43 

  ZK593.1 1.43 

  eat-16 1.43 

  Y48G1BR.1 1.43 

  pept-3 1.43 

  T26E4.9 1.43 

  T01G6.8 1.43 

  Y37F4.8 1.42 

  eat-16 1.42 

  F31E3.2 1.42 

  F31E3.2 1.42 

  ztf-16 1.42 

  R11G1.6 1.42 

  kgb-2 1.42 

  R11G10.3 1.42 

  R11G1.6 1.42 

  TC200062 1.42 

  dct-10 1.42 

  T28C6.8 1.42 

  C01B10.6 1.42 

  M60.6 1.41 

  ZK1193.4 1.41 
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  eat-16 1.41 

  F49E2.1 1.41 

  ain-1 1.41 

  npr-16 1.41 

  srh-70 1.41 

  mab-31 1.41 

  T01A4.3 1.41 

  F49E2.1 1.41 

  T21G5.2 1.41 

  odd-1 1.41 

  tag-163 1.41 

  pcp-5 1.41 

  unc-62 1.41 

  F08F3.10 1.41 

  F53H4.4 1.40 

  mtrr-1 1.40 

  F26F2.8 1.40 

  F22A3.2 1.40 

  F53H4.4 1.40 

  elt-7 1.40 

  C35B1.7 1.40 

  R11G1.6 1.40 

  egl-9 1.40 

  glb-17 1.40 

  C56G2.3 1.40 

  aat-2 1.40 

  C01B10.6 1.40 

  T02B11.4 1.40 

  B0280.8 1.40 

  Y69A2AR.7 1.40 

  C54D2.2 1.40 

  mup-2 1.40 

  C07B5.4 1.40 
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  C46E1.3 1.39 

  F49E2.1 1.39 

  alh-4 1.39 

  Y53F4B.42 1.39 

  F14B6.6 1.39 

  pkg-1 1.39 

  acs-17 1.39 

  Y66D12A.13 1.39 

  cdka-1 1.39 

  vha-12 1.39 

  Y47H10A.4 1.39 

  ceh-37 1.39 

  Y51H7BR.3 1.39 

  C54F6.6 1.39 

  clec-56 1.39 

  W10G11.17 1.39 

  T25F10.6 1.39 

  C24A3.4 1.39 

  F16H6.10 1.39 

  T04A11.14 1.39 

  Y18H1A.12 1.39 

  gpa-11 1.39 

  Y48B6A.6 1.39 

  unc-62 1.39 

  ldb-1 1.39 

  npr-12 1.38 

  nhr-19 1.38 

  C39B10.1 1.38 

  cyp-34A6 1.38 

  crh-1 1.38 

  prx-5 1.38 

  eat-16 1.38 

  nas-31 1.38 
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  F18G5.6 1.38 

  tag-163 1.38 

  F59E11.7 1.38 

  alh-12 1.38 

  T16G12.1 1.38 

  Y54G9A.9.1 1.38 

  R09F10.5 1.38 

  F42E11.1 1.38 

  T23F11.6 1.38 

  K08F8.1 1.38 

  C06G8.3a 1.38 

  gba-3 1.38 

  islo-1 1.37 

  ins-36 1.37 

  egl-9 1.37 

  Y97E10AR.2 1.37 

  R57.1 1.37 

  M04F3.4 1.37 

  nas-31 1.37 

  eat-16 1.37 

  glt-7 1.37 

  pms-2 1.37 

  dhs-18 1.37 

  C28G1.6 1.37 

  K06A9.2 1.37 

  R12E2.11 1.37 

  F53H4.4 1.37 

  C24A3.4 1.37 

  K08F8.1 1.37 

  ins-36 1.37 

  sptf-1 1.37 

  C06H5.6 1.36 

  R05G6.10 1.36 
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  C71236 1.36 

  T23G5.6 1.36 

  Y46H3A.4 1.36 

  glb-13 1.36 

  catp-5 1.36 

  F49E2.1 1.36 

  egl-9 1.36 

  egl-44 1.36 

  C33A11.1 1.36 

  K03H6.1 1.36 

  nhr-116 1.36 

  R05G6.10 1.36 

  C44B7.10.3 1.36 

  nas-31 1.36 

  C34D10.1 1.36 

  TC206236 1.35 

  dhs-21 1.35 

  F40G9.5 1.35 

  dop-3 1.35 

  egl-9 1.35 

  vha-16 1.35 

  T02D1.8 1.35 

  oat-1 1.35 

  C35E7.4 1.35 

  R151.2 1.34 

  Y59C2A.1 1.34 

  T21H8.5 1.34 

  ZC190.2 1.34 

  cnb-1 1.34 

  vha-13 1.34 

  TC189707 1.34 

  M04F3.4 1.34 

  oat-1 1.34 



172 

  vha-8 1.34 

  K09E2.3 1.34 

  sulp-4 1.34 

  M04F3.4 1.34 

  rhr-2 1.34 

  cex-2 1.34 

  Y18H1A.12 1.34 

  T01C1.4 1.34 

  Y51B9A.6 1.34 

  nuo-4 1.34 

  nhr-184 1.34 

  ztf-16 1.34 

  asm-1 1.34 

  snb-2 1.33 

  F02C12.1 1.33 

  Y69H2.15 1.33 

  oat-1 1.33 

  sptf-1 1.33 

  acl-8 1.33 

  F18G5.6 1.33 

  F13E6.4 1.33 

  cyp-33D3 1.33 

  H03A11.1 1.33 

  tat-4 1.33 

  mtp-18 1.33 

  R05F9.6 1.33 

  C17E7.10 1.33 

  T13H5.1 1.33 

  nhr-12 1.33 

  K08F8.1 1.33 

  unc-44 1.33 

  Y66H1B.3.1 1.32 

  fkb-1 1.32 
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  R07E3.7 1.32 

  H32K21.1 1.32 

  F10G8.5 1.32 

  R07D5.2 1.32 

  prx-13 1.32 

  H32K21.1 1.32 

  fkb-1 1.32 

  npr-31 1.32 

  Y56A3A.36 1.32 

  M04F3.4 1.31 

  D2021.4 1.31 

  nhr-184 1.31 

  unc-69 1.31 

  TC181997 1.31 

  gob-1 1.31 

  nas-31 1.31 

  ztf-16 1.31 

  M176.5 1.31 

  H32K21.1 1.31 

  H32K21.1 1.31 

  F17H10.1 1.31 

  H32K21.1 1.30 

  ZK180.2 1.30 

  ztf-16 1.30 

  pes-22 1.30 

  K02G10.1 1.30 

  C24A3.4 1.30 

  C33A11.1 1.30 

  Y57G11C.41 1.30 

  unc-44 1.30 

  nlp-17 1.30 

  K10B2.2 1.30 

  F53H4.4 1.30 
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  Y87G2A.4 1.30 

  oig-5 1.30 

  frpr-17 1.30 

  F53H4.4 1.30 

  btb-14 1.30 

  F13E6.4 1.30 

  F48E3.8 1.30 

  vps-45 1.30 

  C06H5.6 1.30 

  D1046.5 1.30 

  C53A3.1 1.29 

  T11B7.4b 1.29 

  F41G4.7 1.29 

  C06H5.6 1.29 

  egl-9 1.29 

  K12B6.9 1.29 

  C06H5.6 1.29 

  M01H9.4 1.29 

  mps-4 1.29 

  flp-10 1.29 

  lgc-47 1.29 

  F48E3.8 1.29 

  cpr-6 1.29 

  vha-16 1.29 

  C05C12.4 1.29 

  F41C3.8 1.28 

  T19E7.6 1.28 

  rab-19 1.28 

  Y119D3B.17 1.28 

  egl-44 1.28 

  C12D12.1 1.28 

  F32B6.2.2 1.28 

  ags-3 1.28 
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  T01G1.4 1.28 

  F55A11.6 1.28 

  nhr-184 1.28 

  vha-14 1.27 

  Y38C1AA.11 1.27 

  prx-11 1.27 

  T02B11.8 1.27 

  gpc-1 1.27 

  C09E8.1 1.27 

  rab-19 1.27 

  nhr-87 1.27 

  B0563.4 1.27 

  Y73B6BL.31 1.27 

  gbb-2 1.27 

  zig-7 1.27 

  Y56A3A.36 1.27 

  F13E6.4 1.27 

  acp-1 1.27 

  T02B11.8 1.27 

  R10E8.8 1.27 

  U68260 1.27 

  pdcd-2 1.26 

  Y77E11A.16 1.26 

  F52C9.3 1.26 

  F40A3.6 1.26 

  sft-4 1.26 

  flp-10 1.26 

  nhr-135 1.26 

  unc-98 1.26 

  pqn-42 1.26 

  T02B11.8 1.26 

  Y102E9.5 1.26 

  ZK742.6 1.26 
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  K12H4.7 1.26 

  nhr-205 1.26 

  C44B7.10.3 1.25 

  ZK180.2 1.25 

  shk-1 1.25 

  glb-23 1.25 

  unc-44 1.25 

  egl-9 1.25 

  T23B12.8 1.25 

  C08B6.10 1.25 

  F35C8.5 1.25 

  F49H12.3 1.25 

  shk-1 1.25 

  T02B11.8 1.25 

  C18B12.4 1.25 

  T04B2.5 1.24 

  T13H5.1 1.24 

  nhr-34 1.24 

  tag-89 1.24 

  clec-173 1.24 

  T23B12.8a 1.24 

  dhs-30 1.24 

  atgp-2 1.24 

  oig-2 1.24 

  C08G9.1 1.24 

  dmsr-1 1.24 

  ZK813.4 1.24 

  Y38C1AA.11 1.24 

  T20F5.3 1.24 

  unc-44 1.24 

  sfxn-1.5 1.24 

  D2096.9 1.23 

  Y63D3A.7.1 1.23 



177 

  flr-1 1.23 

  C46G7.2 1.23 

  K04C1.4 1.23 

  afd-1 1.23 

  Y63D3A.7.1 1.23 

  shk-1 1.23 

  C44H4.4 1.23 

  R57.1 1.23 

  gsr-1 1.22 

  F33H2.6 1.22 

  frpr-3 1.22 

  TC204028 1.22 

  C36A4.11 1.22 

  pes-9 1.22 

  ZK688.3 1.22 

  pxl-1 1.22 

  F48E8.4 1.22 

  F38B2.1c.4 1.22 

  shk-1 1.22 

  alh-8 1.21 

  C36A4.11 1.21 

  F38B2.1c.4 1.21 

  ZK1073.1 1.21 

  B0303.3 1.21 

  C24G6.2 1.21 

  Y63D3A.7.1 1.21 

  K07F5.15 1.21 

  skr-19 1.21 

  K04C2.7 1.21 

  Y102E9.5 1.21 

  T19D2.3 1.20 

  skr-19 1.20 

  C46731 1.20 
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  ZK180.2 1.20 

  K02D10.1 1.20 

  C29824 1.20 

  atgp-2 1.20 

  aco-2 1.20 

  T25G12.6 1.20 

  Y63D3A.7.1 1.20 

  C11G10.2 1.19 

  sft-4 1.19 

  trxr-1 1.19 

  spp-15 1.19 

  nhr-40 1.19 

  C26F1.9.1 1.19 

  ZK1073.1 1.19 

  Y73B6BL.31 1.19 

  ubh-1 1.19 

  F57E7.1 1.19 

  nhr-142 1.19 

  Y71H10B.1 1.19 

  bca-1 1.18 

  C45E1.4 1.18 

  lim-9 1.17 

  clec-51 1.17 

  R186.8 1.17 

  K07B1.2 1.17 

  C51E3.6 1.17 

  F01G4.6 1.16 

  lron-10 1.16 

  best-4 1.16 

  mrpl-12 1.16 

  F32H5.4 1.16 

  aco-2 1.15 

  C01H6.4 1.15 
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  F20D1.9 1.14 

  ugt-20 1.14 

  F09F7.4 1.14 

  rhi-1 1.14 

  syx-3 1.14 

  F26F4.10c 1.14 

  sar-1 1.13 

  lron-10 1.13 

  T08A11.1 1.13 

  rab-18 1.13 

  mrpl-2 1.13 

  CB400149 1.12 

  F42A10.9 1.12 

  ZC434.7 1.11 

  Y54E10BR.4 1.11 

  rab-18 1.11 

  ndx-6 1.11 

  F55A12.2 1.11 

  ZK512.4 1.11 

  T23F11.1 1.09 

  let-721 1.09 

  C26E6.11 1.07 

  glrx-22 1.05 

 

Appendix A.2 Genes differentially expressed in the hlh-17 (ns204); hlh-31(ns217); hlh-

32(ns223) microarray analysis 

Gene (down-regulated) Fold Change Gene (up-regulated) Fold Change 

T09B4.5 -32.17 Y57A10C.9 2.00 

F53B3.5  -22.39 col-151  2.00 

sma-1 -20.49 sru-27  2.01 

sma-1 -20.45 srbc-82  2.01 

erm-1 -19.29 B0034.2  2.01 
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tag-279 -18.70 F53A2.1  2.01 

inf-1  -18.36 lgc-52  2.01 

F53B3.5  -17.12 srw-55 2.02 

igcm-3 -16.99 R04B3.1  2.02 

inx-3  -16.02 add-1 2.02 

gsp-1  -14.81 sre-38  2.02 

tag-60 -14.42 lgc-42  2.02 

hmp-1 -13.94 E01G4.5  2.02 

sma-9 -13.69 F07C6.2  2.02 

hbl-1 -13.63 B0348.5  2.02 

rig-1 -13.38 str-217  2.02 

ptp-3 -13.20 Y75B8A.39 2.03 

pos-1  -13.17 clec-127 2.03 

mep-1  -13.05 K04F1.6  2.03 

atg-18 -12.91 F55A11.11 2.03 

F23F12.9 -12.73 vit-4  2.03 

K10C3.4  -12.43 K01D12.5  2.03 

sdc-2  -12.32 ugt-18  2.03 

dlg-1 -11.85 F57A10.2  2.03 

chitinase -11.68 Y116F11B.9 2.04 

rab-5  -11.41 C36C9.5  2.04 

xpo-1 -11.33 C36C5.14  2.04 

hmr-1 -11.32 F54D12.8 2.04 

ajm-1 -11.24 tra-1 2.04 

hmg-1.2 -11.17 F53G2.8  2.04 

mtm-3 -10.97 nhr-36  2.04 

cey-1  -10.94 C44H9.6  2.04 

cyb-1  -10.82 C32H11.3  2.04 

noah-1 -10.75 M6.4  2.04 

F26B1.2 -10.69 F28C6.2  2.04 

sca-1 -10.64 C07A12.2  2.05 

pha-4 -10.37 T10C6.10 2.05 

C53A3.2  -10.25 anc-1  2.05 
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rab-11.1  -10.19 WBGene00017553 2.05 

ajm-1 -10.18 sre-39  2.05 

Y75B8A.24 -10.17 F02D8.1  2.05 

T24G10.2  -10.16 ZK858.2 2.05 

rab-1 -10.12 ZK899.7 2.05 

sel-10 -10.10 gcy-22 2.05 

C10G11.7 -10.09 Y40H7A.4 2.05 

tag-192  -9.97 AC3.5  2.05 

C18E3.2  -9.93 Y47G6A.5 2.05 

hsr-9  -9.84  Y105E8A.1 2.06 

C10C6.6  -9.82 D1054.11 2.06 

F09G2.9  -9.71 T06E4.7  2.06 

ZK858.6 -9.70 fli-1  2.06 

T28B8.1  -9.66 unc-7  2.06 

C18A3.5 -9.61 F54C8.6  2.06 

set-1 -9.50 C42C1.6  2.06 

 Y46G5A.4 -9.49 stdh-2  2.06 

lsy-2 -9.48 T22E7.2 2.06 

tag-179  -9.46 pqn-62  2.06 

mcm-7 -9.31 Y51B9A.9 2.06 

arx-2  -9.30 W09G12.9  2.07 

eel-1  -9.08 unc-79 2.07 

spc-1 -9.06 grd-1 2.07 

F18C5.10  -8.95 F46A8.5  2.07 

mrck-1  -8.94 oac-45  2.07 

clec-87  -8.94 R106.1  2.07 

mrp-5 -8.89 F47F6.9  2.07 

spectrin  -8.85 Y54G11A.1 2.07 

T20F5.7  -8.82 sri-69  2.07 

ceh-32 -8.78 Y116A8C.29 2.08 

daf-19 -8.78 K10C9.4  2.08 

let-92  -8.68 C15F1.5 2.08 

tag-310 -8.57 W10G11.2  2.08 
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F35D2.3  -8.56 nhr-250  2.08 

Y57G11C.15 -8.48 R102.2 2.08 

rbr-2 -8.45 C06E1.7 2.10 

Y59A8B.10 -8.42 Y75B8A.33 2.10 

vps-26 -8.41 W01C9.2  2.10 

xbp-1 -8.41 tre-3  2.10 

swan-2  -8.35 str-255  2.10 

Y113G7B.17 -8.31 Y39A1A.17 2.10 

unc-43 -8.28 srx-39 2.10 

ain-1  -8.21 par-2 2.10 

cdh-4  -8.10 egg-1 2.10 

pab-2 -8.07 F07H5.7  2.10 

man-9 -8.02 msp-33  2.10 

tsp-9  -8.00 str-264  2.10 

paa-1  -7.98 srw-82  2.10 

F08C6.2 -7.98 F35C11.2  2.11 

skn-1 -7.97 F54D12.2  2.11 

ccf-1  -7.95 F07G6.3  2.11 

asd-1 -7.95 Y39G10AR.18 2.11 

arx-1  -7.89 K02B2.6  2.11 

nhr-34 -7.85 fhod-2  2.11 

lin-25  -7.76 fbxa-133 2.11 

pak-1 -7.73 F22B3.4  2.11 

abts-1 -7.72 lipase 2.11 

spas-1 -7.66 Y47G6A.25 2.11 

gei-4 -7.63  WBGene00011257 2.11 

C30A5.3  -7.61 srx-128  2.12 

ttyh-1 -7.58 F20C5.3  2.12 

WBGene00020683 -7.53 xbx-4 2.12 

tag-123  -7.45 F57A8.6  2.12 

F18A1.7  -7.44 WBGene00019261 2.12 

let-805 -7.42 kin-24 2.12 

E01A2.6 -7.40 WBGene00020897 2.12 
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R05D3.2  -7.37 Y32B12C.3 2.13 

unc-32 -7.37 R03H10.5 /// 

WBGene00019857 

2.13 

gap-2 -7.35 mop-25.2  2.13 

cam-1 -7.33 gcy-8  2.13 

atf-7 -7.32 F55G1.7 2.13 

ubc-3  -7.32 W03D8.8  2.13 

F22D6.2  -7.30 srz-100  2.13 

bath-43 -7.29 clec-223 2.13 

sax-3 -7.29 F37A4.5  2.13 

alg-2 -7.28 ifc-2 2.13 

cht-1  -7.26 fbxa-18  2.14 

egl-27 -7.22 Y53G8AR.7 2.14 

his-24  -7.19 K03A11.4  2.14 

apg-1  -7.18 col-78  2.14 

F20D1.1  -7.15 lim-6  2.14 

prp-8  -7.14 F41G4.7  2.14 

WBGene00016620 -7.14 ZK813.2 2.14 

fzr-1  -7.11 F13H10.1  2.15 

cdh-6  -7.10 srw-107  2.15 

ret-1 -7.09 lge-1  2.15 

mrg-1 -7.06 tag-243  2.16 

pup-2  -7.05 nhr-204  2.16 

mop-25.2 -7.05 ZC504.1 2.16 

rig-5 -7.04 R06B9.4  2.16 

tag-172 -7.01 nlp-23  2.16 

nhr-2  -7.01 Y39B6A.27 2.16 

trap-1  -6.99 Y37E11B.10 2.17 

pabp-2  -6.96 F54D10.8  2.17 

D2013.6  -6.95 csp-3  2.17 

anc-1  -6.95 dylt-2  2.17 

tag-169 -6.94 W05F2.4 2.17 

M163.1  -6.94 R13A5.7  2.17 

cyb-2.1  -6.93 gnrr-8  2.17 
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gdi-1 -6.91 E04A4.3  2.17 

acn-1 -6.83 C16D9.3  2.17 

dpl-1  -6.81 F28H1.4 2.18 

egl-46  -6.79 C30F12.4  2.18 

rsp-6 -6.76 dao-4  2.18 

clec-88 -6.76 nhr-78  2.18 

knl-1  -6.73 Y18H1A.1 2.18 

tag-333 -6.69 C28D4.8  2.18 

cfz-2 -6.69 srw-130  2.18 

noah-2  -6.67 M151.3  2.19 

gei-4 -6.67 F55C10.4  2.19 

dab-1 -6.63 E02H9.5  2.19 

bra-2  -6.61 Y23B4A.2 2.19 

ddx-19 -6.59 R10F2.5  2.19 

T08B6.5  -6.52 clec-131  2.19 

plk-1 -6.51 C04G2.11  2.20 

let-2 -6.48 sru-25  2.20 

pqn-53 -6.46 R08C7.5  2.20 

set-2 -6.45 F16H6.3  2.20 

Y57G11C.3 -6.44 F28F8.7  2.20 

cdk-1  -6.43 Y69A2AR.9 2.20 

frm-1 -6.39 srd-74  2.20 

B0001.6  -6.38 B0207.1  2.20 

isw-1  -6.34 F42G2.5  2.20 

C48A7.2  -6.33 F35E12.2  2.20 

rsp-3  -6.30 R160.4  2.21 

lst-1 -6.25 cutl-1  2.21 

cyl-1 -6.24 Y105C5A.9 2.21 

T05H10.4 -6.23 F58D5.6  2.21 

lam-3  -6.23 Y92H12BL.4 2.21 

pqn-95  -6.21 fbxa-214  2.21 

plp-1  -6.18 T26C11.2  2.22 

F47H4.1  -6.17 T06E8.2  2.22 
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cyb-2.2  -6.17 C04B4.1  2.22 

pqn-13 -6.16 F31D5.1  2.22 

smo-1  -6.16 F12A10.7  2.22 

D1007.5 -6.16 C18H2.3  2.22 

ceh-20 -6.15 M04D8.7  2.23 

F40F4.7  -6.15 srh-133  2.23 

hum-2 -6.15 srh-142  2.23 

pat-3  -6.14 tag-19  2.23 

F46F6.2 -6.13 K06H6.6 2.23 

F31E8.4  -6.12 tbb-6  2.23 

pbrm-1 -6.11 F56B6.6  2.23 

mbk-2 -6.09 F42G2.2  2.23 

frm-4 -6.08 srbc-14  2.23 

glit-1  -6.07 sri-42  2.23 

R02D5.1  -6.01 grl-22  2.23 

Y40D12A.1 -6.00 F35E12.6  2.23 

T05B9.1  -6.00 K06A4.6  2.23 

ZC262.3 -5.99 H09F14.1  2.23 

wdr-23 -5.97 T07A9.1  2.23 

daf-18  -5.96 str-78 2.23 

tsp-12  -5.94 Y6B3B.1 2.23 

imp-2  -5.92 Y40B10A.5 2.23 

unc-37 -5.91 F35A5.2  2.24 

fbn-1  -5.90 fat-7  2.24 

lgg-2  -5.90 K04G11.1  2.24 

lrp-2  -5.89 fbxa-72  2.24 

K08D10.1  -5.89 srbc-42 2.25 

R07E5.3  -5.87 R03H10.6  2.25 

lmp-1 -5.85 srz-53  2.25 

Y55F3BR.1 -5.84 F54E7.6 2.25 

C01B12.2  -5.84 fbxa-38  2.25 

fzy-1  -5.82 Y37E11AR.7 2.25 

ZK484.3 -5.82 odr-1 2.25 
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F40E10.6 -5.81 T07H6.4  2.25 

lmn-1 -5.81 lgc-19  2.25 

cap-2  -5.79 F07B7.2  2.25 

C25A1.4  -5.79 sqv-6  2.26 

dnj-13  -5.77 nas-16  2.26 

spk-1 -5.77 ugt-10  2.26 

patr-1  -5.77 F26F4.2  2.26 

ani-1  -5.75 kqt-3 2.26 

F13C5.2  -5.75 K09F5.4  2.26 

C27A12.7 -5.73 nhr-51  2.26 

fbp-1  -5.71 C29F4.2  2.26 

K10D3.4  -5.70 C43F9.7  2.27 

F56C9.10 -5.70 Y67A10A.11 2.27 

inf-1 -5.68 R10E4.11  2.27 

unc-84 -5.68 T15D6.5  2.27 

lag-1 -5.68 H28O16.2  2.27 

F47B7.2 -5.66 T09E11.6  2.27 

C06B8.7  -5.65 Y57G7A.5 2.27 

C33H5.18 -5.65 F34H10.1  2.28 

F22D3.2 -5.63 C37A5.1 2.28 

vha-12  -5.62 F07G11.3  2.28 

sip-1  -5.62 C16H3.1  2.28 

ubc-9  -5.60 Y49G5A.1 2.28 

zip-2 -5.56 cyp-35B3  2.28 

jmjd-2  -5.55 F38B2.3  2.28 

unc-62 -5.54 F47F2.3  2.28 

emb-9 -5.52 C30G4.5  2.28 

R10E4.1 -5.50 str-222  2.28 

C06G3.6  -5.46 F36D3.4  2.28 

ppn-1 -5.46 F56A11.6  2.28 

gpdh-2 -5.45 Y17G9B.6 2.29 

Y71G12B.8 -5.43 C02E7.7  2.29 

F48E3.3  -5.41 Y38E10A.13 2.29 
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C56G2.7  -5.41 mac-1  2.29 

R151.2 -5.40 str-60  2.29 

F56D2.6 -5.40 Y38H6C.9 2.29 

prp-17  -5.40 C41G6.13  2.29 

sex-1  -5.39 str-87  2.29 

C29H12.2  -5.37 F26F2.4  2.30 

lit-1 -5.37 Y39G10AR.16 2.30 

eif-3.B -5.36 C35A5.4  2.30 

aqp-2 -5.35 chitinase 2.30 

F54A5.1  -5.34 F49E11.7  2.30 

nurf-1 -5.33 ZK1290.7 2.30 

mtm-3 -5.33 T22H9.4  2.30 

mig-13 -5.30 F55C9.3  2.30 

spr-4 -5.29 sri-38  2.30 

hrp-1 -5.29 C07D8.2 2.30 

lin-40 -5.28 Y39G8B.7 2.30 

rsd-2 -5.28 T06D8.2  2.30 

tpi-1  -5.25 nhr-275  2.30 

cyk-4 -5.25 C44E4.2 2.30 

tbc-3 -5.25 nlp-29  2.31 

kin-20 -5.24 T13F3.6  2.31 

ccdc-47  -5.23 Y53F4B.17 2.31 

tam-1  -5.21 ZK783.3 2.31 

Y71F9AL.9 -5.21 R07A4.3  2.31 

csn-4  -5.21 Y57G7A.1 2.31 

F01G4.6 -5.21 srh-130  2.32 

lpr-3  -5.20 Y110A2AL.5 2.32 

calu-1 -5.18 clec-45  2.32 

ile-1 -5.18 acr-3  2.32 

F19B6.1 -5.18 ZC190.8 2.32 

xbx-6 -5.16 F35E8.9  2.32 

F47B10.1  -5.16 F40G12.11  2.33 

tag-147  -5.15 syn-4  2.33 
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ptr-4  -5.14 Y48A6B.7 2.33 

M05D6.2  -5.14 M04G7.1  2.33 

ZK938.2 -5.13 dsc-1  2.33 

C02B10.4  -5.13 str-27  2.34 

sym-5  -5.12  Y105E8B.11 2.34 

dgn-1  -5.09 ZC239.15 2.34 

sec-6 -5.09 str-23  2.34 

unc-68  -5.07 F28B1.1  2.34 

dsh-2 -5.06 C28A5.5  2.34 

cids-2 -5.05 srj-27  2.34 

hsp-60 -5.04 Y38H6C.21 2.34 

hmg-1.1  -5.04 Y53F4B.1 2.35 

gex-2  -5.04 T25D3.3 2.35 

vha-13  -5.04 C03F11.4  2.35 

let-418  -5.03 K02B9.3 2.35 

C49H3.9  -5.02 spg-7  2.35 

snr-2 -5.02 gsto-1 2.35 

dpy-30  -5.01 K08C9.6  2.35 

F55C5.8  -4.99 B0205.10  2.35 

T09A5.11  -4.97 WBGene00019349 2.35 

sgt-1  -4.97 col-120  2.36 

ZC247.1 -4.96 arf-1.1  2.36 

dcn-1 -4.95 cyp-33C7  2.36 

T08A11.2  -4.95 ZK418.2 2.36 

ZK507.6 -4.94 dgk-1 2.36 

dmd-6 -4.94 srh-122  2.36 

aph-2 -4.90 srh-105  2.36 

R166.2  -4.89 F35C5.3  2.36 

F58E10.3 -4.89 C17F3.1  2.36 

ftt-2 -4.89 C49G7.5  2.36 

rab-11.1 4 -4.85 F56G4.4  2.36 

trap-3  -4.84 Y34D9A.7 2.36 

F26F12.3 -4.83 F59A7.7  2.36 
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nhr-46 -4.82 F48G7.10  2.37 

unc-14  -4.82 C04C3.6  2.37 

emb-5  -4.82 M02F4.2  2.37 

ufd-2 -4.82 F58F9.6  2.37 

C35A5.8  -4.81 1-Oct 2.37 

F14E5.2 -4.79 K08D12.5  2.37 

arf-3  -4.79 WBGene00017026 2.38 

vha-2  -4.79 Y41G9A.3 2.38 

Y102A11A.8 -4.78 Y51A2D.1 2.38 

mlt-11 -4.77 F36F12.3 2.38 

M05B5.2  -4.75 F58F6.3  2.38 

knl-3  -4.75 Y54G2A.21 2.38 

F52G3.1  -4.73 C18H9.3  2.38 

cyb-2.2  -4.72 nhr-276  2.39 

ife-3 -4.72 srj-21  2.40 

B0303.3  -4.72 tag-293  2.40 

sca-1 -4.70 let-756  2.40 

ZK353.1 -4.70 K01A6.6  2.40 

rbc-1 -4.70 srh-109 2.40 

C34D4.4 -4.69 T10C6.7  2.40 

dif-1  -4.69 F13E9.9  2.40 

F52A8.1  -4.69 srw-10  2.40 

rgs-5 -4.68 F31E8.5  2.41 

cls-2  -4.68 cdr-1  2.41 

C05C8.7  -4.67 F21D9.3  2.41 

phosphofructokinase -4.67 C18B12.2  2.41 

tbc-12  -4.67 cyp-32A1  2.41 

rsd-3  -4.66 F38E9.4  2.41 

F59E12.9  -4.65 cyp-13A8  2.41 

yop-1 -4.65 clec-134  2.41 

C56E6.3 -4.64 Y69A2AR.20 2.41 

tbp-1  -4.64 WBGene00007472 2.41 

mdf-2 -4.63 C04H5.1  2.41 
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 WBGene00019295 -4.63 ZK380.4 2.42 

F25B4.2  -4.61 F53B2.5  2.42 

dgk-2 -4.60 C33D9.3 2.42 

hexokinase -4.60 nhr-37  2.42 

hil-3  -4.60 nhr-38  2.42 

uba-1 -4.59 F44F4.10  2.42 

npp-19 -4.57 Y39E4B.10 2.42 

R11A8.7 -4.57 C27D6.4 2.42 

K04C2.3 -4.56 srx-59  2.42 

inx-11  -4.55 grl-29  2.42 

apl-1 -4.55 C27H5.6  2.42 

T05H4.10 -4.55 srt-58  2.42 

lpr-4  -4.54 Y111B2A.24 2.43 

F54D5.5 -4.53 F38B2.2  2.43 

set-3 -4.53 nhr-255  2.43 

T26A5.6  -4.52 C05C10.1 2.43 

rpn-7  -4.49 egl-2  2.43 

vha-8  -4.48 Y53G8AM.2 2.43 

C46C2.2  -4.47 dyf-14 2.43 

C03C10.5  -4.46 C15C7.6  2.43 

F48F7.6  -4.45 flp-14  2.44 

C17E4.6  -4.45 nspd-4  2.44 

T06D10.1  -4.45 C40H1.2  2.44 

W01C8.5 -4.45 srbc-65  2.44 

rpt-2  -4.44 Y113G7A.13 2.44 

cul-4  -4.44 WBGene00008142 2.44 

F08G12.2  -4.43 clec-112  2.44 

F52E1.13 -4.43 srx-112 2.44 

cul-1  -4.42 Y39B6A.16 2.45 

F31E3.4  -4.42 C47F8.6  2.45 

hel-1 -4.42 F07G6.8  2.45 

pph-4.1  -4.41 Y55H10A.2 2.45 

mcm-7  -4.41 ceeh-2  2.45 
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T05H4.6  -4.41 C14C6.3  2.45 

R11H6.2  -4.40 nhr-115 2.46 

sms-1 -4.40 T07C12.11  2.46 

T19D12.1  -4.39 F10C2.3  2.46 

K02F2.2 -4.39 C01B12.5 2.46 

WBGene00009552 -4.37 C28C12.4  2.46 

WBGene00013919 -4.36 sre-26  2.46 

C40A11.6  -4.36 fbxa-126  2.46 

farl-11  -4.36 F46A8.4  2.46 

C44E4.4  -4.35 ugt-16  2.46 

ergo-1  -4.35 str-260  2.47 

tsp-14 -4.34 Y46E12A.3 2.47 

cav-1  -4.34 acc-1  2.47 

F59B8.2  -4.33 ZK856.5 2.47 

vab-10 -4.32 dac-1 2.47 

arx-5  -4.32 F47G3.1  2.47 

pqn-55  -4.31 srbc-12  2.47 

dnj-27 -4.31 col-116  2.47 

K05F1.6 -4.30 D1046.5  2.47 

flap-1 -4.30 F47G6.2  2.48 

hmr-1 -4.30 ZK218.11 2.48 

D1044.2 -4.30 srj-54  2.48 

F49E12.6  -4.30 clec-45  2.48 

rig-4  -4.30 T01G5.6  2.48 

rpn-1  -4.28 C25D7.12  2.48 

F56A8.3 -4.26 C12D5.4  2.48 

wrt-10 -4.26 M151.4  2.48 

gale-1 -4.23 F36D1.7  2.48 

Y39G10AR.10 -4.22 F54D10.7  2.48 

unc-44 -4.22 srw-113  2.49 

YER141W -4.22 Y116F11A.3 2.49 

rsp-1 -4.22 B0379.7  2.49 

unc-84 -4.21 Y39G8C.2 2.49 
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wwp-1 -4.20 ace-2  2.49 

tbc-9 -4.20 cyp-33C2 2.50 

pdi-2 -4.18 str-4  2.50 

act-1  -4.18 C46A5.2  2.50 

F33D11.9 -4.18 frm-5  2.50 

rnp-5  -4.17 F41G4.1  2.50 

ubh-4  -4.15 ZK353.4 2.50 

T19B10.2  -4.15 ncx-7 / 2.50 

dnj-5 -4.15 T13G4.7  2.50 

Y37D8A.10 -4.15 W02B3.4  2.51 

F11G11.5 -4.14 F27C1.10  2.51 

E04A4.5  -4.14 fbxa-209  2.51 

rbx-1  -4.14 srh-169  2.51 

ham-1  -4.14 C52E2.2  2.51 

sec-23  -4.13 ZC53.2 2.51 

unc-1 -4.12 WBGene00021553 2.51 

rap-2  -4.11 srg-24  2.51 

H19N07.4  -4.11 sre-40  2.51 

tag-125  -4.11 C24A11.1  2.52 

efk-1 -4.10 F09E5.10  2.52 

ile-2  -4.10 srsx-40  2.52 

lfi-1 -4.09 str-180 2.52 

unc-15 -4.08 F46B6.10  2.52 

ceh-21  -4.08 srab-7  2.52 

K09G1.1 -4.07 T05D4.5  2.53 

ape-1  -4.07 kin-26  2.54 

Y47G6A.18 -4.06 pqn-88  2.54 

nid-1  -4.06 K04F1.1  2.54 

4-

NITROPHENYLPHOSPHATASE 

-4.05 F02D10.4  2.55 

chd-3  -4.05 C10E2.2  2.55 

siah-1  -4.05 twk-34  2.55 

ugt-57  -4.05 K02F6.3  2.55 

T12E12.1  -4.04 Y40B1A.3 2.55 
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T21C9.4  -4.03 T24B8.7 2.55 

nhr-48 -4.02 T21D11.1  2.56 

car-1  -4.01 fbxa-12  2.56 

imp-1 -4.00 xtr-1 2.56 

kle-2  -4.00 F57F4.2  2.56 

C10E2.6  -4.00 W02H5.4  2.56 

smp-1 -3.99 sre-47  2.56 

skr-1  -3.99 srd-48  2.57 

C35E7.1  -3.99 F29G9.7  2.57 

tag-253 -3.98 nkcc-1 2.57 

rnr-1  -3.97 T25B9.6  2.57 

pqn-65 -3.97 xbx-1 2.57 

D1007.15  -3.96 H28G03.4 2.57 

top-2  -3.95 bath-33  2.57 

kin-25 -3.94 fbxa-112  2.57 

snb-1  -3.94 haf-8  2.57 

vha-1  -3.93 sru-44  2.57 

npp-10 -3.93 F54B8.4  2.58 

C05D10.4 -3.93 B0554.2  2.58 

flh-1 -3.93 sre-29  2.58 

phb-2  -3.92 F26F12.2  2.58 

F57A8.2 -3.91 E03H12.9  2.58 

npp-12  -3.91 srx-65  2.58 

sta-1 -3.91 sri-57  2.59 

mel-11 -3.90 C25G6.4  2.59 

pqe-1 -3.90 C03B1.5  2.59 

T20D3.11 -3.90 ssu-1  2.59 

Y55F3AM.3 -3.89 Y48G1A.1 2.59 

pccb-1 -3.89 srab-16  2.59 

D1081.7 -3.89 gei-3 2.60 

bath-9  -3.89 R11G11.3  2.60 

mlc-4  -3.88 F41D3.8  2.60 

bec-1  -3.88 C18D4.4  2.60 
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H17B01.1 -3.88 T15D6.8  2.60 

M01B12.4 -3.87 Y116A8C.4 2.61 

akt-1 -3.87 F38C2.1  2.61 

apa-2  -3.86 C45E1.4  2.61 

toca-1 -3.86 T07D3.5  2.61 

F22B5.10  -3.86 VC27A7L.1  2.61 

C32D5.11  -3.86 srd-35 2.61 

F15A4.2  -3.85 F26D2.3 2.62 

hda-1  -3.85 srh-79  2.62 

K01G5.5  -3.84 W06H3.3  2.62 

mel-32 -3.84 ZK856.4 2.62 

T26A5.5 -3.82 T22G5.1  2.62 

F46H5.2 -3.82 scl-21  2.62 

set-16  -3.82 C05D2.8  2.62 

him-17  -3.81 oac-27  2.62 

ent-1  -3.80 Y119D3B.13 2.63 

Y69A2AR.16 -3.80 K01A2.10  2.63 

hke-4.2 -3.80 srd-27  2.63 

cTel55X.1 -3.79 ZC204.13 2.63 

npp-1 -3.79 scl-10  2.63 

gcs-1  -3.79 R12G8.1  2.63 

ldb-1 -3.79 WBGene00011166 2.63 

Y57A10A.23 -3.79 R07E5.6  2.64 

mcm-2 -3.78 F10F2.2  2.64 

clec-91  -3.78 W06D4.3  2.64 

nuo-3 -3.77 F28F5.4  2.64 

Y48G10A.1 -3.77 Y22D7AL.11 2.64 

dim-1 -3.77 Y48E1B.7 2.64 

crb-1  -3.77 Y55F3BR.7 2.64 

T06D8.3  -3.77 Y51A2D.8 2.64 

T10C6.5  -3.76 nas-18  2.65 

vha-4  -3.76 srd-17  2.65 

Y44A6D.2 -3.76 nhr-287  2.65 



195 

ldb-1 -3.75 Y53F4A.2 2.65 

F36G3.1  -3.75 msp-74  2.65 

rab-6.2  -3.75 F58F12.3 2.65 

cey-4 -3.75 nhr-210  2.65 

M106.4 -3.74 Y105E8A.13 2.66 

his-72  -3.74 Y37E11B.10 2.66 

W07G4.4  -3.74 Y50D4A.4 2.66 

let-711  -3.74 Y53F4B.11 2.66 

ebp-1  -3.74 C26B2.2  2.66 

Y32H12A.5 -3.74 Y40B1A.1 2.67 

dnj-13  -3.73 srbc-66  2.67 

prp-4  -3.73 C49D10.7  2.67 

nuo-4 -3.72 Y110A2AL.9 2.67 

dlc-1  -3.72 col-180  2.68 

frs-1 -3.72 F12E12.12  2.68 

cdc-48.1  -3.72 F20B4.3 2.68 

tag-320  -3.71 srt-11  2.68 

ZK616.4 -3.71 B0524.3  2.68 

F30A10.10  -3.71 sri-47  2.68 

T20B12.7  -3.70 unc-33  2.68 

F25G6.8  -3.70 Y39F10A.3 2.69 

hyl-1  -3.69 dop-1 2.69 

K04F10.7  -3.69 sre-52  2.69 

aly-3 -3.69 F58E1.7  2.69 

F55C5.4  -3.69 F31D5.4  2.69 

T12D8.6  -3.69 K08D9.6  2.69 

kpc-1 -3.68 C31B8.4  2.69 

WBGene00008506 -3.68 nhr-5  2.70 

vab-1 -3.68 Y48E1B.8 2.70 

unc-71  -3.67 lact-6  2.70 

F59A3.4  -3.67 soc-2 2.70 

nduf-7  -3.67 K08C9.1  2.70 

ama-1  -3.66 F52C9.1 2.70 
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mat-1 -3.66 nlp-22  2.71 

ZC13.1 -3.66 Y66A7A.4 2.72 

Y105E8A.3 -3.65 clec-34  2.72 

sec-24.1  -3.65 K01A6.4  2.72 

tol-1  -3.65 C09B9.3  2.72 

hil-2 -3.64 T28F2.1  2.72 

R05F9.9  -3.64 clec-245  2.73 

lin-17 -3.63 Y116A8C.23 2.73 

WBGene00007904 -3.63 srw-1  2.73 

dpy-10 -3.62 K06A9.3  2.73 

WBGene00019477 -3.62 fbxa-43  2.73 

tba-2  -3.62 Y119C1B.6 2.73 

F44E2.7 -3.62 cyp-35B2  2.74 

C09G4.2 -3.61 F31F7.2  2.74 

F53B1.2  -3.61 srab-25  2.74 

F28H6.4  -3.60 dct-7  2.74 

C37H5.6 -3.60 Y47H9B.2 2.74 

sym-2  -3.59 clec-107  2.74 

C28H8.4  -3.58 fbxb-79 2.74 

spd-1  -3.58 clec-238  2.75 

klc-2 -3.58 F43C11.3  2.75 

ZK418.9 -3.58 F43C11.12  2.75 

F11E6.7  -3.58 vit-4  2.75 

pbs-7  -3.57 srw-108  2.76 

dpy-18  -3.57 srw-61  2.76 

F56A8.8  -3.57 gcy-29  2.76 

dao-3  -3.56 C36C5.5  2.76 

somi-1 -3.56 B0218.7  2.77 

R148.5 -3.56 srv-21  2.77 

K11G12.5  -3.56 str-103  2.77 

tag-175  -3.56 B0285.6  2.77 

ncx-2 -3.55 W06H8.6  2.77 

F16D3.4  -3.55 C44B9.1  2.77 
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cas-1 -3.55 WBGene00016862 2.78 

B0334.5  -3.55 gst-17  2.78 

M106.8 -3.55 WBGene00017550 2.78 

K08F4.1  -3.55 srd-60  2.78 

W02F12.5  -3.55 Y48B6A.5 2.78 

C43H6.4  -3.54 C28D4.4  2.78 

lin-26  -3.54 C14C6.12  2.78 

elo-6  -3.54 T11A5.1  2.78 

pas-5  -3.54 F14H12.2  2.79 

T02E9.5  -3.53 Y70G10A.2 2.79 

irs-1  -3.53 Y50E8A.2 2.79 

Y57G7A.10 -3.52 Y17G7B.8 2.79 

T05E11.3  -3.52 srj-37  2.79 

atn-1 -3.52 F20B4.4 2.79 

cutl-2  -3.51 ZK1248.7 2.79 

tag-335  -3.51 F15D3.5  2.79 

ZK484.1 -3.51 rol-1  2.80 

tir-1 -3.51 daf-2 2.80 

K04B12.2 -3.51 srd-66  2.80 

dcr-1 -3.51 C26E1.3  2.80 

erv-46  -3.51 ZC239.2 2.80 

F38E9.5  -3.51 F08D12.7  2.80 

pbs-3  -3.50 cyp-13A11  2.80 

T04B8.5 -3.50 msp-3  2.81 

egl-4 -3.50 C07G1.6  2.81 

ZK686.3 -3.50 W05H5.1 2.81 

rpc-1  -3.49 aat-4 2.81 

T19A6.1 -3.48 srw-84  2.81 

snap-1  -3.48 H10E21.2  2.81 

pdi-1  -3.48 srw-88 2.81 

F44F1.6 -3.47 WBGene00013479  2.82 

T19C4.1  -3.47 F20A1.6 2.82 

Y113G7B.17 -3.47 ugt-32  2.83 
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C37E2.1  -3.47 T25B9.4  2.83 

cdc-14 -3.46 ZK593.9 2.83 

mcm-4 -3.46 grd-4  2.83 

gip-1 -3.44 Y66D12A.11 2.83 

elt-1 -3.44 WBGene00009345 2.84 

F40F9.7 -3.44 nhr-173  2.84 

eat-20 -3.43 Y60A9.1 2.84 

M01A10.3  -3.43 T17A3.10  2.84 

WBGene00019819 -3.42 W04G5.9  2.84 

C01G6.4  -3.41 R06B9.1  2.84 

T22H6.2 -3.41 M03E7.1  2.85 

npp-17  -3.41 T24D5.1 2.85 

dpy-11 -3.41 W03G1.8  2.85 

pqn-18  -3.40 C29F7.6  2.86 

trap-4  -3.40 clec-115  2.86 

rab-21  -3.39 F23B2.3  2.86 

C08B11.9  -3.39 Y82E9BL.12 2.86 

ZK829.4 -3.39 H28G03.4 2.86 

F25B4.5  -3.39 Y54E2A.7 2.87 

T13C2.6 -3.38 Y49F6C.2 2.87 

W08E3.2  -3.38 bath-23  2.87 

ran-1 -3.38 R02F2.5  2.87 

F57G12.1  -3.37 srh-131  2.87 

cam-1 -3.37 F46F5.1  2.87 

T03F1.8 -3.37 K02F6.6  2.88 

D2096.8  -3.36 C15H11.1  2.88 

rpn-3  -3.36 oac-22 2.88 

inx-5  -3.36 F01F1.14  2.88 

M28.5  -3.35 R155.2  2.88 

hsp-3  -3.35 amt-3  2.89 

eft-4 -3.35 C16A11.3  2.89 

F25H5.3 -3.35 Y111B2A.4  2.89 

R07H5.8  -3.35 Y71H2AR.2 2.90 
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eya-1 -3.34 F56H6.2  2.90 

efn-2  -3.34 str-205  2.91 

C09F9.2  -3.34 F38E1.10  2.92 

oma-2  -3.33 srd-46  2.92 

ZC376.7 -3.33 R07E4.1 2.92 

F33G12.5  -3.32 C32H11.7  2.92 

ceh-41  -3.31 C38C3.6  2.92 

vhp-1 -3.31 oac-10 2.92 

tbb-2  -3.31 col-152 2.93 

ntl-2 -3.31 WBGene00017453 2.93 

bra-1  -3.31 T05A8.7  2.93 

unc-83 -3.31 C29F5.5  2.93 

C06A8.3  -3.31 clec-260  2.94 

pqn-14 -3.30 cnc-2  2.94 

T19A5.1  -3.30 C54F6.5  2.94 

Y60A3A.9 -3.30 sru-16  2.95 

sop-2  -3.30 sri-60  2.95 

Y47D3A.29 -3.29 egl-10  2.96 

ran-5  -3.29 F48B9.3  2.96 

lin-12  -3.28 F35C8.8  2.96 

C50B8.1  -3.28 F53E10.3 2.96 

ife-2  -3.28 fbxa-47  2.96 

gei-12  -3.28 C18A3.7  2.97 

C02E11.1 -3.28 C41H7.1  2.97 

D1046.3  -3.27 oac-4  2.97 

fib-1  -3.27 F36H9.4  2.97 

pat-6  -3.27 cwp-5 2.98 

atp-3 -3.27 srw-68 2.98 

T05F1.1 -3.25 gcy-19 2.98 

casy-1 -3.25 F56B3.3  2.98 

F46E10.2  -3.25 R12E2.6  2.98 

let-19  -3.24 str-37  2.99 

aco-1  -3.24 F47G4.5  2.99 
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cap-1  -3.24 Y62H9A.14 2.99 

C54G7.2  -3.24 gld-2 2.99 

lin-28 -3.24 unc-63 2.99 

C35E7.5 -3.23 F35E8.6  2.99 

T07C4.3 -3.23 C56E10.3 3.00 

tag-72  -3.23 T15D6.9  3.00 

T04F8.2  -3.23 K02D10.3  3.00 

act-2 -3.22 C06C6.7 3.00 

H42K12.3 -3.21 Y105C5A.24 3.00 

sur-2 -3.21 wht-4 3.01 

bus-17  -3.20 clec-263  3.01 

srs-2  -3.19 sru-29  3.01 

qdpr-1 -3.18 W05F2.7  3.01 

inx-7  -3.18 B0507.6 3.01 

daf-5  -3.18 Y6D1A.1 3.02 

nsf-1 -3.17 srh-123 3.02 

gbh-2 -3.17 K04C1.5  3.02 

K01A2.3  -3.17 srh-32 3.02 

his-32  -3.16 K01A11.1 3.02 

C18E9.10  -3.16 C50A2.2  3.02 

frm-5  -3.16 F22B3.7  3.02 

pdk-1 -3.15 zig-2 3.02 

Y71G12B.11 -3.15 F46F5.5  3.03 

npp-4  -3.15 Y110A2AL.2 3.03 

C32D5.10  -3.15 C34D10.2 3.04 

oga-1 -3.14 C30B5.5  3.04 

R10E11.3 -3.14 sra-27  3.05 

sli-1 -3.14 F47G9.4  3.05 

bre-3 -3.14 tag-336  3.06 

ptr-10  -3.13 ZK218.5 3.06 

WBGene00011089 -3.13 W02G9.3  3.07 

F40F9.6 -3.13 try-8 3.07 

inx-2  -3.13 C50E3.11  3.08 
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npp-3 -3.12 sra-14 3.08 

B0395.3  -3.12 K09C4.2  3.08 

dnj-25  -3.12 F54H5.3 3.09 

tag-349 -3.12 F11D11.3  3.09 

baf-1  -3.12 C29F5.3  3.09 

cgt-3 -3.12 tag-80  3.09 

syd-9 -3.11 str-257 3.09 

F53C3.13 -3.11 T04C9.2  3.09 

tre-1  -3.11 ZK1290.10 3.10 

cct-5 -3.11 Y71H2B.1 3.10 

gln-6  -3.11 ZK402.2 3.10 

pac-1 -3.11 K02F6.2  3.10 

ZK682.2 -3.10 acr-23 3.10 

F57C7.1 -3.10 F16B12.1  3.11 

M05D6.6  -3.10 rnp-6 3.11 

ZK512.1 -3.10 C25H3.10 3.11 

ttm-1 -3.10 sru-12  3.11 

ZK673.2 -3.10 Y55D5A.4 3.11 

C29H12.6  -3.10 srbc-40  3.11 

spt-5  -3.10 T28A11.18  3.12 

F52E1.9  -3.10 F56A4.11  3.12 

flh-2  -3.09 sre-33  3.12 

Y47D3B.6 -3.09 cpt-3  3.12 

icp-1  -3.08 H25K10.4  3.13 

ftn-2  -3.08 fbxa-81  3.13 

F52D1.1  -3.08 F31F4.11  3.13 

F38A5.1 -3.08 srh-271  3.13 

cap-1  -3.07 clec-106  3.14 

ZK856.10 -3.07 sru-11  3.14 

elb-1  -3.07 sri-11  3.14 

F54D7.2  -3.07 grd-16  3.14 

F19B6.1 -3.06 srh-186  3.14 

acdh-3  -3.06 K08H2.5  3.15 
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T21H8.1 -3.06 clh-4 3.15 

fmo-2  -3.06 F20B6.6 3.16 

aly-1  -3.05 pqn-11  3.17 

rfc-2  -3.05 M117.6  3.17 

srgp-1  -3.05 F23D12.1 3.17 

R02F2.1 -3.05 jip-1 3.17 

C11E4.1  -3.05 srx-4  3.18 

sym-5  -3.04 clec-116  3.18 

hbl-1 -3.04 C26B9.2  3.18 

lin-24  -3.04 srb-18  3.19 

R05F9.1 -3.04 srh-272 3.19 

hrp-2 -3.04 tag-312  3.20 

dpy-2  -3.04 ZK1240.2 3.20 

ubq-1 -3.04 R01H2.1  3.20 

eat-6  -3.03 srh-295  3.20 

C28H8.9 -3.03 Y69A2AR.14 3.21 

C17E4.10 -3.03 F49H12.2  3.21 

rpa-2  -3.03 srg-2  3.21 

gob-1 -3.02 hil-8  3.22 

T01E8.4  -3.02 hlh-26  3.24 

wht-2 -3.02 snt-2  3.24 

rpb-6 -3.02 T20B12.5  3.25 

ZK632.10 -3.02 T07D10.3 3.25 

nhr-3  -3.02 Y43F8C.11 3.25 

T24F1.2  -3.01 Y60C6A.1 3.25 

B0041.5  -3.01 M04G7.2 3.26 

C18D11.1  -3.01 acr-21  3.26 

gei-13  -3.01 ZK355.3 3.26 

F32A7.5 -3.01 cyp-14A4 3.27 

mlt-8 -3.01 F59D6.4  3.28 

cdc-25.2  -3.01 T26C11.3 3.29 

C49F8.3 -3.00 F21F3.2  3.29 

coh-1  -3.00 F49E2.5 3.29 
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gdi-1 -3.00 C10C6.3  3.30 

aqp-4  -3.00 clec-130  3.30 

ubxn-3 -3.00 vab-19  3.30 

cyn-8 -3.00 F33E2.6  3.30 

trap-3  -3.00 Y49F6B.6 3.31 

egl-45  -3.00 Y47H9B.2 3.31 

F54B3.3  -3.00 F21E9.6  3.31 

vbh-1 -2.99 egl-38  3.33 

K08E7.1  -2.99 srh-231  3.33 

T12G3.4  -2.99 unc-10 3.33 

par-5  -2.99 Y71G12B.2 3.34 

R02F2.1 -2.98 ZC404.10 3.35 

M176.3  -2.98 C49G7.12 3.35 

ftt-2 -2.98 F56H6.13  3.37 

SR-famC -2.98 nkat-1  3.37 

D1044.2 -2.98 C08A9.3  3.37 

Y22D7AL.14 -2.98 Y40B1A.2 3.38 

Y25C1A.5 -2.97 Y57G7A.5 3.38 

Y54E5A.7 -2.97 srh-220  3.39 

WBGene00015232 -2.96 bath-21  3.39 

Y73B6BL.33 -2.96 Y17D7B.2 3.40 

eat-20 -2.96 F02H6.1  3.41 

C31C9.2  -2.96 ZK355.4 3.41 

F17C11.9 -2.95 F19H6.5  3.41 

fce-1  -2.95 ugt-30 3.42 

F08G12.1  -2.95 sra-39  3.42 

tbg-1  -2.95 C35B1.4  3.42 

psa-4  -2.94 F36D1.4 3.43 

his-72 -2.94 fat-5 3.44 

hke-4.2  -2.94 ZC404.1 3.44 

trs-1 -2.94 F44D12.8 3.44 

tbx-2  -2.94 K03D3.2 3.44 

atg-4.1  -2.93 cyp-35A3  3.45 
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vha-17  -2.93 oac-38 3.45 

pdi-3  -2.93 btb-18  3.45 

F46H5.3 -2.92 fbxb-52  3.45 

gfi-1  -2.92 col-148  3.45 

ace-3  -2.92 T10E9.6  3.46 

F16B12.6  -2.92 cnc-7  3.46 

Y71G12B.23 -2.92 F36D1.5  3.46 

pqn-32 -2.91 srx-24 3.47 

Y17G7B.10 -2.91 F36D1.6  3.48 

ubc-7  -2.91 R13D11.10  3.48 

Y4C6B.1 -2.90 nlp-42  3.49 

srp-7 -2.90 F18G5.5 3.49 

tba-2  -2.90 F13A2.4  3.49 

K08D12.3 -2.90 srx-28 3.51 

emb-27  -2.90 irk-1 3.52 

K05C4.2  -2.89 C46H11.1  3.52 

erp72  -2.89 egl-20  3.52 

ZK154.4 -2.89 srxa-9  3.52 

C06H5.7  -2.89 T23D5.3  3.53 

K08E3.5 -2.89 srw-85 3.54 

T20B12.7  -2.89 srab-17  3.54 

rha-1  -2.89 srw-2  3.55 

fmo-4  -2.89 srg-31  3.56 

F38E9.5  -2.88 sri-54  3.59 

exos-3  -2.87 K09F6.7  3.59 

snf-1  -2.86 M01G12.2  3.61 

rpb-7  -2.86 drh-1 3.62 

uaf-1 -2.86 R11G10.2  3.62 

F15B9.8  -2.85 F36G9.13  3.62 

rgr-1 -2.85 F33E2.10  3.65 

rab-7  -2.85 F49E2.5 3.66 

rnp-3 -2.85 str-256  3.66 

nit-1 -2.84 Y53H1B.4 3.67 
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Y48G9A.3 -2.84 C50B6.1 3.67 

egl-9 -2.84 WY54G2A.20 3.68 

F10C5.2  -2.84 K04H4.5  3.70 

rnp-6 -2.84 fbxa-40  3.73 

H19N07.4  -2.84 fbxa-84  3.74 

cdc-25.1  -2.83 cdh-12  3.75 

C47D12.2  -2.83 Y47D3B.4 3.75 

fib-1  -2.82 T01B6.4  3.79 

mig-5 -2.82 C50H2.5  3.81 

mex-6  -2.82 F56H6.4  3.83 

Y46G5A.8 -2.81 Y19D10A.4 3.89 

H24K24.3  -2.81 F44B9.9  3.90 

T23B12.2  -2.81 clec-150  3.90 

F40F8.11  -2.80 srz-13  3.91 

pbs-2  -2.80 ZC239.14 3.94 

apb-1 -2.80 srd-43  3.95 

F43D9.1  -2.80 F44D12.6  3.99 

Y23H5A.3 -2.80 cyp-14A2  4.04 

cfz-2 -2.80 T19H12.3  4.11 

C56G2.4 -2.79 fip-2  4.13 

C05G5.4  -2.79 C07D8.3 4.23 

rad-26  -2.79 F35F10.6  4.25 

Y48A6B.3 -2.79 F43C11.4  4.40 

C02B10.5  -2.78 C52E4.8  4.42 

sna-2  -2.78 ins-24  4.42 

dpy-26  -2.78 ZK813.1 4.45 

dhhc-1  -2.78 C14E2.1  4.49 

cyn-5  -2.78 Y22D7AR.1 4.49 

sqrd-1  -2.78 clec-208  5.07 

T01G9.2 -2.78 F49E2.5 5.14 

F43G6.4  -2.78 cnc-7  5.77 

act-1  -2.77   

atp-5  -2.77   
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F43G9.2 -2.76   

C36E8.1  -2.76   

pha-4 -2.76   

lin-1  -2.76   

dpy-11  -2.75   

mtx-1  -2.75   

H28G03.1 -2.75   

pmr-1 -2.74   

C14F11.6  -2.73   

F37B12.3  -2.73   

F32E10.6  -2.73   

C26B9.3  -2.72   

him-4 -2.71   

lev-11 -2.71   

atf-7 -2.71   

WBGene00019298 -2.71   

Y69A2AR.31 -2.71   

Y57G11C.9 -2.70   

F07A11.4  -2.70   

Y67A10A.7 -2.70   

col-76  -2.70   

ost-1  -2.70   

hil-5  -2.70   

nuo-1  -2.70   

unc-2 -2.69   

C13B9.3  -2.68   

F30A10.6  -2.68   

F47A4.5  -2.68   

sup-17  -2.68   

cdk-7  -2.68   

T14G10.5 -2.67   

cpt-2 -2.67   

tag-131  -2.67   
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ZK899.2 -2.67   

K12H4.4  -2.66   

D1043.1 -2.66   

C15C6.1  -2.66   

T23F2.5  -2.66   

pct-1 -2.66   

set-10 -2.66   

gas-1  -2.66   

fbxb-37  -2.65   

Y39A1A.8 -2.65   

WBGene00019624 -2.65   

ung-1 -2.65   

elt-6  -2.65   

lam-2  -2.65   

K11H12.8 -2.65   

daf-3 -2.65   

F13C5.2  -2.65   

Y57E12AL.6 -2.65   

ztf-12 -2.64   

K04H4.2 -2.64   

F26E4.12  -2.64   

dhs-29  -2.64   

nhr-237  -2.64   

mps-2 -2.63   

ben-1  -2.63   

C53D5.2  -2.63   

sop-2  -2.63   

rgs-8.1  -2.63   

H03E18.1 -2.62   

hcf-1  -2.62   

WBGene00019620 -2.62   

bub-1  -2.61   

ZK353.9 -2.61   
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atg-7  -2.61   

pst-1 -2.61   

C06E7.4  -2.61   

hch-1 -2.61   

M01E5.6  -2.60   

C45G3.5  -2.60   

gei-17 -2.60   

Y37A1B.17 -2.60   

M18.6  -2.60   

T09E8.3  -2.59   

Y45G5AM.6 -2.59   

npp-5  -2.59   

F53E10.1  -2.59   

H17B01.4 -2.59   

unc-37  -2.58   

C28A5.1 -2.58   

fbxb-107  -2.58   

F56C9.3  -2.58   

phy-2  -2.58   

egl-27 -2.58   

syn-3  -2.58   

cnb-1  -2.58   

T25E4.1  -2.57   

pmt-2  -2.57   

Y44A6C.1 -2.57   

W02B12.10  -2.57   

asp-1  -2.57   

ZK370.4 -2.57   

unc-112  -2.57   

alh-9  -2.57   

F18H3.4  -2.56   

lec-1 -2.56   

ain-1  -2.56   



209 

Y54E10BR.5 -2.56   

dgn-1  -2.56   

skr-9  -2.55   

F25B5.2  -2.55   

vab-1 -2.55   

Y60A3A.14 -2.54   

dcn-1 -2.54   

gpc-2  -2.54   

nurf-1 -2.54   

mps-2 -2.54   

atf-5  -2.53   

Y47D9A.1 -2.53   

patr-1  -2.53   

vps-39 -2.53   

gfi-4 -2.52   

snt-4  -2.52   

F43E2.7 -2.52   

mbk-1  -2.51   

ZK809.3 -2.51   

mlp-1 -2.51   

R08E5.3  -2.50   

ham-2 -2.50   

rpb-8  -2.50   

Y57G11C.33 -2.50   

F30B5.4  -2.50   

fbxb-24  -2.50   

K10H10.1  -2.50   

exc-9  -2.50   

snr-4  -2.49   

Y73B3A.18 -2.49   

scd-1 -2.49   

C02D5.2 -2.49   

mak-2 -2.49   



210 

C24A3.2 -2.49   

R11.4  -2.49   

nsy-1  -2.48   

C34F6.8  -2.48   

vha-19  -2.48   

fum-1 -2.47   

rpb-2 -2.47   

nhr-4 -2.47   

aly-2  -2.47   

B0495.8 -2.47   

smc-4  -2.47   

abl-1 -2.46   

F38H4.10  -2.46   

cdc-14 -2.46   

F22D3.2 -2.46   

T16H12.4  -2.45   

tgt-2  -2.45   

isp-1  -2.45   

cct-4 -2.45   

tag-135 -2.45   

C27F2.8  -2.45   

F32D1.5  -2.45   

lim-9 -2.45   

his-71  -2.44   

F41C3.4  -2.44   

Y25C1A.7 -2.44   

Y22D7AL.10 -2.44   

F57B1.6 -2.44   

his-17  -2.43   

F10D11.2  -2.43   

zer-1 -2.43   

cpt-1  -2.43   

pfd-5  -2.43   



211 

C14C11.7  -2.43   

pbs-5  -2.43   

lgg-1  -2.42   

K09E2.3  -2.42   

F41D9.2 -2.42   

lpr-3  -2.42   

Y82E9BR.17 -2.42   

C17G10.9 -2.41   

tag-294  -2.41   

R03E1.2  -2.41   

C49H3.9  -2.40   

clic-1  -2.40   

ZK154.1 -2.40   

rgs-7 -2.40   

Y5F2A.4 -2.40   

fkb-2  -2.40   

C47C12.4  -2.40   

WBGene00010704 -2.39   

C27H2.2 -2.39   

C30B5.2 -2.39   

mog-1  -2.39   

R151.6  -2.39   

W02D3.4  -2.39   

F13E6.1  -2.39   

hmp-2  -2.38   

hcp-4  -2.38   

gpdh-2 -2.38   

R08C7.2 -2.38   

unc-112  -2.38   

cgp-1  -2.38   

R53.4  -2.38   

F41G3.6  -2.37   

Y64G10A.7 -2.37   



212 

sdhb-1  -2.37   

idi-1  -2.37   

C06A6.2 -2.37   

rsa-2 -2.37   

T22E7.1 -2.37   

haf-4  -2.36   

dpy-7  -2.36   

skr-10  -2.36   

C05D11.7 -2.36   

unc-97  -2.36   

F21F3.6  -2.35   

daf-1 -2.35   

pnk-1 -2.35   

T09B4.1  -2.35   

asp-4 -2.35   

vha-9  -2.35   

B0336.3  -2.35   

ubxn-2 -2.35   

psa-4  -2.35   

K10C8.3 -2.34   

mlt-11 -2.34   

hel-308 -2.34   

pqn-74  -2.34   

F02E9.10 -2.34   

prkl-1 -2.33   

Y38F2AR.9 -2.33   

C24H10.2 -2.33   

rpn-9  -2.33   

ldh-1  -2.32   

tag-192  -2.32   

bath-38  -2.31   

tag-170  -2.31   

K02E10.4 -2.31   



213 

T05D4.1  -2.31   

WBGene00008971 -2.31   

C34C12.8  -2.31   

spd-5 -2.31   

hid-1 -2.30   

pqn-51  -2.30   

C08B11.3  -2.30   

T01E8.5  -2.30   

 ZC8.6 -2.30   

pqn-85  -2.29   

gad-1  -2.29   

npl-4.1  -2.29   

acs-16  -2.29   

dct-18  -2.29   

R05G6.7  -2.29   

dnj-19  -2.29   

F23H11.3  -2.29   

ttll-4 -2.28   

stau-1  -2.28   

pir-1 -2.28   

phosphofructokinase -2.28   

F31C3.3  -2.28   

Y105C5B.12 -2.27   

ash-2 -2.27   

sel-9  -2.27   

wrt-2 -2.27   

sec-3  -2.26   

1-Jun -2.26   

fkb-6  -2.26   

F53A2.3  -2.25   

sphk-1 -2.25   

F11A10.2  -2.25   

K08D12.3 -2.25   



214 

pqn-46  -2.25   

ZK675.4 -2.24   

R06C7.1  -2.24   

xbx-6 -2.24   

ncx-3  -2.24   

acy-1  -2.24   

npp-5  -2.24   

T23G11.6 -2.24   

F14B8.2  -2.24   

C07E3.6  -2.24   

pat-3  -2.24   

F02E9.5 -2.24   

F20D1.1  -2.23   

hpk-1 -2.23   

npp-13 -2.23   

fbxb-42 -2.23   

dsh-2  -2.23   

C54E4.2 -2.23   

ubxn-4  -2.23   

cpl-1  -2.23   

ZC308.4 -2.22   

ula-1  -2.22   

pqn-39  -2.22   

T20H4.5  -2.22   

F52H2.7  -2.22   

acn-1 -2.22   

tag-232 -2.22   

ttll-5  -2.22   

ndg-4 -2.21   

hrd-1  -2.21   

nuo-2 -2.21   

pis-1 -2.20   

tag-173  -2.20   



215 

C17C3.1 -2.20   

R107.5 -2.20   

scm-1  -2.20   

ugt-50 -2.19   

B0303.14  -2.19   

unc-60 -2.19   

mdl-1  -2.19   

npl-4.2 -2.19   

F22G12.4 -2.19   

Y45G5AM.9 -2.19   

R10E12.2  -2.18   

cco-2  -2.18   

tag-297  -2.18   

mec-7  -2.18   

col-121  -2.17   

alx-1 -2.17   

knl-1  -2.17   

Y111B2A.3 -2.17   

F36D4.5 -2.17   

WBGene00001562 -2.16   

phg-1 -2.16   

WBGene00008986 -2.16   

C48B6.10  -2.16   

Y17G9B.5 -2.16   

apl-1 -2.16   

ify-1  -2.15   

K02C4.3  -2.15   

F54B11.5  -2.15   

somi-1 -2.15   

tat-4 -2.15   

C05D11.10  -2.14   

ntl-2 -2.14   

C37E2.1  -2.14   



216 

T12G3.2 -2.14   

crs-1 -2.14   

mev-1  -2.14   

tab-1  -2.14   

T28D9.1  -2.13   

ceh-6  -2.13   

rbg-1  -2.13   

rps-2  -2.13   

sec-24.1  -2.13   

C47B2.2 -2.13   

C14F11.1 -2.13   

lin-49  -2.12   

lin-66  -2.12   

hlh-2 -2.12   

dsl-3 -2.12   

WBGene00010759 -2.12   

fbxc-10 -2.12   

wapl-1 -2.11   

bli-4 -2.11   

R04E5.9  -2.11   

iff-2 -2.11   

F13H8.7  -2.11   

cki-1  -2.11   

clh-5  -2.11   

rsp-1 -2.11   

hgo-1  -2.11   

dnj-14  -2.11   

mtss-1 -2.10   

F09F7.4 -2.10   

nhr-23 -2.09   

ptr-2  -2.09   

add-2 -2.09   

ubq-1 -2.09   



217 

W05H12.2 -2.09   

unc-119 -2.09   

K10C2.1  -2.09   

eft-1 -2.09   

Y57A10A.26 -2.08   

hil-7 -2.08   

B0511.12  -2.08   

dif-1 -2.08   

hsr-9  -2.08   

sup-17  -2.08   

T19A6.3 -2.08   

T07F10.3  -2.08   

rps-17  -2.08   

mex-3 -2.07   

bus-8  -2.07   

F45E4.3 -2.07   

tmbi-4  -2.07   

unc-9 -2.06   

inft-2  -2.06   

nuc-1  -2.06   

Y53C12B.2 -2.05   

T24H10.4 -2.05   

F53F10.3  -2.05   

his-6 -2.05   

F02E9.10 -2.05   

Y39A1A.7 -2.05   

rps-0  -2.05   

gfl-1  -2.05   

rpt-3 -2.04   

D2096.6  -2.04   

arf-1.2  -2.03   

K09E9.3  -2.03   

pfd-2  -2.03   



218 

rpl-5  -2.03   

egg-4  -2.03   

chk-1 -2.02   

gpr-2 -2.02   

Y71G12B.10 -2.02   

tag-197  -2.02   

F45H11.3 -2.02   

sqt-3 -2.02   

gei-8 -2.02   

F55F3.3 -2.02   

ubxn-6  -2.02   

Y48E1B.3 -2.02   

Y45G12B.3 -2.02   

pqn-13 -2.02   

aos-1 -2.01   

C26H9A.2  -2.01   

C18C4.5 -2.01   

C34G6.1  -2.01   

psa-1  -2.01   

aminoacylase-1 /// 

WBGene00007509 

-2.01   

R148.3 -2.00   

pqn-52 -2.00   

C36E6.1 -2.00   

 

 

 

 

 

 


